
D

C

log2 MPRA activity (RNA norm. DNA)
(n=6985 barcodes)

In
p
u
t p

la
sm

id
 (re

p
1
)

In
p
u
t p

la
sm

id
 (re

p
4
)

In
p
u
t p

la
sm

id
 (re

p
2
)

In
p
u
t p

la
sm

id
 (re

p
3
)

H
e
p
G

2
 Tu

n
ica

m
ycin

 (re
p
4
)

H
e
p
G

2
 Tu

n
ica

m
ycin

 (re
p
1
)

H
e
p
G

2
 Tu

n
ica

m
ycin

 (re
p
5
)

H
e
p
G

2
 Tu

n
ica

m
ycin

 (re
p
2
)

H
e
p
G

2
 Tu

n
ica

m
ycin

 (re
p
3
)

H
e
p
G

2
 C

o
n
tro

l (re
p
5
)

H
e
p
G

2
 C

o
n
tro

l (re
p
3
)

H
e
p
G

2
 C

o
n
tro

l (re
p
4
)

H
e
p
G

2
 C

o
n
tro

l (re
p
1
)

H
e
p
G

2
 C

o
n
tro

l (re
p
2
)

Input plasmid (rep1)

Input plasmid (rep4)

Input plasmid (rep2)

Input plasmid (rep3)

HepG2 Tunicamycin  (rep4)

HepG2 Tunicamycin  (rep1)

HepG2 Tunicamycin  (rep5)

HepG2 Tunicamycin  (rep2)

HepG2 Tunicamycin  (rep3)

HepG2 Control (rep5)

HepG2 Control (rep3)

HepG2 Control (rep4)

HepG2 Control (rep1)

HepG2 Control (rep2)

Pearson 
correlation 
coefficient

0.4

0.5

0.6

0.7

0.8

0.9

1

Depth-normalized counts
(n=6985 barcodes)

Control replicates Tunicamycin replicates

Control
replicates

Tunicamycin
replicates

1 2 3 4 5 1 2 3 4 5

1

2

3

4

5

1

2

3

4

5

0

25

50

75

100

untreated tunicamycin

18 h

24 h

C
e

ll 
v
ia

b
ili

ty
 %

HepG2 cells

MPRA library-encoded luciferase

0

20

40

60

untreated tunicamycin

6 h

12 h

18 h

24 h

N
o
rm

a
liz

e
d

 lu
ci

fe
ra

se
(p

G
L
3
 =

 1
)

HepG2 cells

A B

Supplementary Figure S7


	Page 1

