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Figure S1. Historical Dermacentor similis samples part of the United States National Tick Collection, from the U.S. National Museum of Natural History, Smithsonian Institution, 

housed at Georgia Southern University. Washington D. similis female dorsal (a) and ventral (b) views, collected in 1969; Oregon D. similis male dorsal (d) and ventral (e) collected 

in 1974. Spiracular plates detailed from the respective specimen on the left (c and f).



Figure S2. Dermacentor Bayesian analysis (BA) phylogenetic trees. (a) ITS2 nuclear DNA (344 base pairs) phylogenetic tree of 86 specimens and (b) 12S ribosomal DNA (287 base pairs) phylogenetic tree 

of 72 specimens. Larger clades include the group of specimens from the western US states (California and Washington) and the group of specimens from eastern and midwestern US regions. Numbers on 

nodes represent posterior probabilities. Numbers on parenthesis represent the number of identical sequences within that particular US state. Dermacentor occidentalis (Do) samples from California were 

used as an outgroup.
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