
Table S2. S. thermophilus  CRISPR spacer sequence analysis.
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001_1_01 TGTTTGACAGCAAATCAAGATTCGAATTGT 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome40 93 28 2 0 3 30 38304 38331 1
001_1_02 AATGACGAGGAGCTATTGGCACAACTTACA 30 32 100 16 0 0 3 18 910896 910911 1
001_1_03 CGATTTGACAATCTGCTGACCACTGTTATC 30 32 100 16 0 0 8 23 7418 7433 1
001_1_04 ACACTTGGCAGGCTTATTACTCAACAGCGA 30 30 100 15 0 0 3 17 5650 5664 1
001_1_05 CTGTTCCTTGTTCTTTTGTTGTATCTTTTC 30 34 100 17 0 0 13 29 104947 104931 1
001_1_06 TTCATTCTTCCGTTTTTGTTTGCGAATCCT 30 38 96 23 1 0 1 23 2214 2236 1
001_1_07 GCTGGCGAGGAAACGAACAAGGCCTCAACA 30 38 93 27 2 0 4 30 1003 1029 1
001_1_08 CATAGAGTGGAAAACTAGAAACAGATTCAA 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome46 100 23 0 0 8 30 24339 24361 1
001_1_09 ATAATGCCGTTGAATTACACGGCAAGGTCA 30 28 100 14 0 0 1 14 1148 1135 1
001_1_10 GAGCGAGCTCGAAATAATCTTAATTACAAG 30 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome46 100 23 0 0 4 26 23003 23025 1
001_1_11 GTTCGCTAGCGTCATGTGGTAACGTATTTA 30 30 100 15 0 0 10 24 912 898 1
001_1_12 GGCGTCCCAATCCTGATTAATACTTACTCG 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome54 100 27 0 0 1 27 21704 21678 1
001_1_13 AACACAGCAAGACAAGAGGATGATGCTATG 30 34 100 17 0 0 11 27 19872 19888 1
001_1_14 CGACACAAGAACGTATGCAAGAGTTCAAG 29 AY196178 Streptococcus thermophilus bacteriophage kappa3 putative primase (Pri3.1) gene, complete cds58 100 29 0 0 1 29 1172 1200 1
001_1_15 ACAATTCTTCATCCGGTAACTGCTCAAGTG 30 34 100 17 0 0 1 17 6135 6151 1
001_1_16 AATTAAGGGCATAGAAAGGGAGACAACATG 30 30 100 15 0 0 12 26 5814 5800 1
001_1_17 CGATATTTAAAATCATTTTCATAACTTCAT 30 38 100 19 0 0 3 21 1512 1530 1
001_1_18 GCAGTATCAGCAAGCAAGCTGTTAGTTACT 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome52 97 30 1 0 1 30 5067 5038 1
001_1_19 ATAAACTATGAAATTTTATAATTTTTAAGA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 5338 5367 1
001_1_20 AATAATTTATGGTATAGCTTAATATCATTG 30 32 100 16 0 0 14 29 4529 4514 1
001_1_21 TGCATCGAGCACGTTCGAGTTTACCGTTTC 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome42 93 29 2 0 2 30 16682 16710 1
001_1_22 TCTATATCGAGGTCAACTAACAATTATGCT 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome42 96 25 1 0 4 28 20428 20452 1
001_1_23 AATCGTTCAAATTCTGTTTTAGGTACATTT 30 34 100 17 0 0 12 28 386376 386392 1
001_1_24 AATCAATACGACAAGAGTTAAAATGGTCTT 30 AF020798 Streptococcus thermophilus bacteriophage lysogeny module, integrase homolog (int), putative host cell surface-exposed lipoprotein, putative metallo-proteinase, repressor, Cro-like regulatory protein, and P1-antirepressor homolog genes, complete cds52 97 30 1 0 1 30 2162 2191 1
001_1_25 GCTTAGCTGTCCAATCCACGAACGTGGATG 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 17818 17847 1
001_1_26 CAACCAACGGTAACAGCTACTTTTTACAGT 30 30 95 19 1 0 6 24 1654290 1654308 1
001_1_27 ATAACTGAAGGATAGGAGCTTGTAAAGTCT 30 30 100 15 0 0 10 24 60138 60124 1
001_1_28 TAATGCTACATCTCAAAGGATGATCCCAGA 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome58 100 29 0 0 2 30 19154 19182 1
001_1_29 AAGTAGTTGATGACCTCTACAATGGTTTAT 30 AJ239049 Streptococcus thermophilus partial repA gene, ORF1 to ORF8 and partial ORF9 DNA60 100 30 0 0 1 30 1735 1764 1
001_1_30 ACCTAGAAGCATTTGAGCGTATATTGATTG 30 30 95 19 1 0 9 27 1847 1865 1
001_1_31 AATTTTGCCCCTTCTTTGCCCCTTGACTAG 30 36 95 22 1 0 3 24 38780 38759 1
001_1_32 ACCATTAGCAATCATTTGTGCCCATTGAGT 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome44 93 30 2 0 1 30 9553 9524 1
001_2_01 GCTTTCTAGCTCGCTATAATTACCCATTCCTAGAAA 36 32 100 16 0 0 11 26 1127525 1127540 1
001_2_02 TCAAAATATGTTATTACCTTGTATTTCATAATTCAATTAA 40 38 96 23 1 0 11 33 15961 15939 1
001_2_03 CCACTTGCTGTGTACATCCTACCAGTTCCGCCTATGATG 39 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome66 97 37 1 0 1 37 23672 23636 1
001_3_01 AAATTCTAAACGCTAAAGAGGAAGAGGACA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 19620 19649 1
001_3_02 TACTGCTGTATTAGCTTGGTTGTTGGTTTG 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome44 93 30 2 0 1 30 26400 26371 1
001_3_03 TTCCTCTTGTAAACATTTTATTAATAATGT 30 AF410153 Swinepox virus isolate 17077-99, complete genome 44 100 22 0 0 9 30 71691 71712 1
001_3_04 TATCCCAGAGAATGGAAGAACAATTATAGA 30 36 100 18 0 0 10 27 917945 917928 1
001_3_05 TATGAATTGTCAAATTAACGGTTGCGCTAA 30 34 95 21 1 0 3 23 966 986 1
001_3_06 CGATGGAAATGATGGCTTGCCAGGTAAGGA 30 34 100 17 0 0 9 25 5597395 5597379 1
001_3_07 AATGGGAAAGTAGCTATATATGATCCAGAG 30 AY196178 Streptococcus thermophilus bacteriophage kappa3 putative primase (Pri3.1) gene, complete cds60 100 30 0 0 1 30 229 258 1
001_3_08 GAAGGCACAAGAAAGTCAAATGCGTAGCGC 30 AF115102 Streptococcus thermophilus bacteriophage Sfi19, complete genome42 93 29 2 0 1 29 10073 10101 1
001_3_09 AATTTTAACAGATATAGTGTAATCGGTATT 30 34 100 17 0 0 1 17 723004 723020 1
001_3_10 CTATTACTATACTTCCGAAGAGATTGCAGA 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome44 96 26 1 0 1 26 24303 24328 1
002_1_01 TTACGTTTGAAAAGAATATCAAATCAATGA 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 17202 17231 1
003_1_01 CTCAGTCGTTACTGGTGAACCAGTTTCAAT 30 AY196178 Streptococcus thermophilus bacteriophage kappa3 putative primase (Pri3.1) gene, complete cds60 100 30 0 0 1 30 885 914 1
004_1_01 TCCAAGTTATTTGAGGAGTTATTAAGACAT 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 33968 33997 1
005_1_01 ATTGTCTATTACGACAACATGGAAGATGAT 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 33044 33073 1
006_1_01 CTTCAAATGTACTGCAAGGCTGCAAAAGTA 30 34 95 21 1 0 1 21 377 357 1
007_1_01 AGTTTCTTTGTCAGACTCTAACACAGCCGC 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 22075 22104 1
008_1_01 GCCCTTCTAATTGGATTACCTTCCGAGGTG 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 34521 34492 1
009_1_01 TTATATCGAAGAACGACTGAAAGAGCTTGA 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 1113 1142 1
010_1_01 TGAAGTATTAGGTCTCTCAAAAGATGATATT 31 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome62 100 31 0 0 1 31 26529 26559 1
011_1_01 AGTTGATTGCGTAATCAACCATCTCCATAA 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 29923 29894 1
012_1_01 AAATCAACGTACATCCCGATATAGGCACGA 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 19188 19159 1
012_1_02 GACATATCGACGTATCGTGATTATCCCATT 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 31708 31737 1
013_1_01 GCAACACTCAAACGTTGCAAACGCAAGCTT 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 441 470 1
013_1_02 CTCAGTCGTTACTGGTGAACCAGTTATCAAT 31 AY196178 Streptococcus thermophilus bacteriophage kappa3 putative primase (Pri3.1) gene, complete cds50 100 25 0 0 1 25 885 909 1
014_1_01 TTTCATCGTCAATTTCCATGTTATAAATCT 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 27032 27003 1
015_1_01 GAAGTATTAGGTCTCTCAACAGATGATATT 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome52 97 30 1 0 1 30 26530 26559 1
016_1_01 ATTGGCATGATTTCAATTTTAATTGGGAT 29 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome58 100 29 0 0 1 29 32136 32164 1
018_1_01 TACCGAAACGACTGGTTTGAAAAATTCAAG 30 AY196178 Streptococcus thermophilus bacteriophage kappa3 putative primase (Pri3.1) gene, complete cds60 100 30 0 0 1 30 106 135 1
019_1_01 AAGCAAGTTGATATATTTCTCTTTCTTTAT 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 10299 10270 1
020_1_01 CGTTTTCAGTCATTGGTGGTTTGTCAGCG 29 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome58 100 29 0 0 1 29 30016 29988 1
021_1_01 TTACTAGAGCGTGTCGTTAACCACTTTAAA 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 7874 7903 1
021_1_02 TTCGTTAAAGTCACCTCGTGCTAGCGTTGC 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 20650 20621 1
021_1_03 ATAACGGTAGCAAATATAAACCTGTTACTG 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 8360 8389 1
021_1_04 GAAGTAGCCATACAAGAAGATGGATCAGCA 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 18998 19027 1
022_1_01 GATGTCACTGAGTGTCTAAGCATTGCGTAC 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 33602 33631 1
022_1_02 TGAATAAGCAGTTCTTGACGACCAACCGAC 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 4830 4801 1
023_1_01 CAACACATTCAACAGATTAATGAAGAATAC 30 38 100 19 0 0 7 25 4299912 4299894 1
023_1_02 TCCACTCACGTACAAATAGTGAGTGTACTC 30 AF148566 Streptococcus thermophilus bacteriophage J1 putative lysin gene, partial cds; and putative endonuclease gene, complete cds60 100 30 0 0 1 30 491 462 1
024_1_01 ACATATCGACGTATCGTGATTATCCCATT 29 AY196178 Streptococcus thermophilus bacteriophage kappa3 putative primase (Pri3.1) gene, complete cds58 100 29 0 0 1 29 1012 1040 1
025_1_01 ATGCCATTCTTTAAAGAGGCTTTACTCGTT 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 6799 6828 1
025_1_02 GTTGGCGGACTACTCCTTCGAGGGGTTGAT 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 30547 30576 1
026_1_01 GAAGCACCTCTTGCGTTGATAAAAGTATT 29 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome58 100 29 0 0 1 29 30370 30398 1
027_1_01 CAATTAACACAGCAATTAACACAGTATAT 29 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome58 100 29 0 0 1 29 34444 34472 1
028_1_01 AAATCAGTTTTTTGTTCAGAAACTTGTTCT 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 25582 25611 1
029_3_01 TGCTCGACTTGTTAAAAAAACTACTGAAGA 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 27975 28004 1
029_3_02 TAGAGGTAATGACGGCTTACCGGGTAAAGA 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 18079 18108 1
030_3_01 TACGCCAGAAGAACTAGCGAAGAACATAGT 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome42 100 21 0 0 10 30 32991 33011 1
031_1_01 GATAGCAATAGCTTTCTTGACCTAAAAGAC 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome52 97 30 1 0 1 30 1635 1664 1
031_1_02 GAGGTCTGTAATTTCATTCCCTCGTAATCT 30 AJ239049 Streptococcus thermophilus partial repA gene, ORF1 to ORF8 and partial ORF9 DNA52 97 30 1 0 1 30 5258 5229 1
031_1_03 AAAGGTTTCTCTAAACACATGCGGAATAT 29 36 100 18 0 0 6 23 3403814 3403797 1
031_1_04 GTCATAGTACCAAGCACAAATAACGTTAGT 30 36 100 18 0 0 13 30 2045456 2045439 1
031_1_05 GTGTATTTAGTAATGGTGATTTTTTAAATT 30 38 100 19 0 0 11 29 1108135 1108117 1
031_1_06 CATTCATTTTTTATATATCAATAAAACTTT 30 AJ006877 Buchnera aphidicola plasmid pBPp1, leuC gene, leuD gene, repA1 gene, repA2 gene, leuA gene and ORF140 100 20 0 0 7 26 1729 1710 1
031_1_07 GGGGATTCTTATTTCACTGTAGTTACGATG 30 34 100 17 0 0 5 21 3894272 3894256 1
031_1_08 CAAAAATTGATGTCACAATTAATAAAGGTG 30 36 100 18 0 0 3 20 33783 33800 1
031_1_09 CTATTTCTGACAATGGTTGAAATTGTGTTC 30 34 100 17 0 0 5 21 2074 2058 1
031_1_10 CTTTTTTTAAATTAATTTATCGTAAGCAA 29 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome40 93 28 2 0 2 29 18431 18404 1
031_1_11 AACAAACTTATGAGAACGGTTGAACGGCTT 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome46 100 23 0 0 8 30 39587 39609 1
031_1_12 AGCCCGCTTATTGCTTCAGTTGGTTTATAT 30 36 100 18 0 0 7 24 454 471 1
031_1_13 TGGAGCAACAAGAATGATTAACTCTAATGC 30 AJ239049 Streptococcus thermophilus partial repA gene, ORF1 to ORF8 and partial ORF9 DNA54 100 27 0 0 1 27 2738 2764 1
031_1_14 TTTGATGGATATCATTGATAAACTATACGA 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome50 97 29 1 0 2 30 20642 20670 1
031_1_15 TAACGAAAGCAATACCAATCGTGCTAAAGC 30 34 100 17 0 0 6 22 2202597 2202581 1
031_1_16 TATTCCTATGGTCGATATTCGAACAGTCAA 30 CP000421 Streptococcus thermophilus LMD-9 plasmid 2, complete sequence44 96 26 1 0 5 30 2821 2846 1
031_1_17 CAGGGGACAAGGACTTTGACCCAACAGAAG 30 DQ295022 Streptococcus thermophilus plasmid pSMQ-316, complete sequence60 100 30 0 0 1 30 2204 2233 1
031_1_18 AGAAACACCTAATGGTCTCTTAGAACCCGA 30 DQ295022 Streptococcus thermophilus plasmid pSMQ-316, complete sequence48 96 28 1 0 1 28 5690 5717 1
031_1_19 AAGAAGTTAAAGACAACTTTGTTAAAGACT 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome40 93 28 2 0 1 28 4692 4719 1
031_1_20 GAAAAAGCATCCATGATAGTGCTTAGACCT 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome52 100 26 0 0 1 26 21301 21276 1
031_1_21 CGGAATGGTATAAAGAATACAAAGAAAACG 30 AE015928 Bacteroides thetaiotaomicron VPI-5482, complete genome40 100 20 0 0 3 22 1847816 1847797 1
031_1_22 CCAAGTATCACGCAAAGAAATCAACGAGA 29 36 100 18 0 0 3 20 4057874 4057891 1
031_1_23 TTGACCTGTTTATCCTTGTTAACTAGAATAG 31 36 95 22 1 0 8 29 1542196 1542217 1
031_1_24 AGAGCACTAGCATACTGTTTAGTCCGAACG 30 30 95 19 1 0 3 21 236171 236153 1
031_1_25 AGGCAAGGTATTTGATCCAACAGAAGCCAA 30 34 100 17 0 0 7 23 294 278 1
031_1_26 CATGATTTACAACCACGCGCTAGACCAAG 29 DQ295022 Streptococcus thermophilus plasmid pSMQ-316, complete sequence50 97 29 1 0 1 29 4052 4080 1
031_1_29 TAATAGTTTACCAAATCGTCCTTGTTCCAA 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome44 93 30 2 0 1 30 26747 26718 1
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033_3_01 AACACTTGGTCCATTACTCAGTCCTCAGAG 30 34 100 17 0 0 7 23 652077 652061 1
033_3_02 AGATACGTCAGTTGTGTTTAGTCTTGCTAC 30 AJ242479 Streptococcus thermophilus res gene, ORF2 and ORF3 DNA, strain St 10660 100 30 0 0 1 30 4077 4106 1
033_3_03 ATTCGGTGTACCTGAATATACTAGTCGTGA 30 34 100 17 0 0 1 17 1700352 1700336 1
033_3_04 AAACCGTTCGACAATTACAAGAGTGCGGAA 30 34 100 17 0 0 4 20 1568391 1568375 1
033_3_05 TATTAAAGGTCCAGAAGGCCTTTCAACTGA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome44 93 30 2 0 1 30 18508 18537 1
033_3_06 TATCTCTGAAGGTAAAGCTGAAGGAAATAA 30 38 100 19 0 0 6 24 41651 41633 1
033_3_07 CAACCCAGACATGAATGTCACTAGATATGT 30 38 100 19 0 0 2 20 21347 21365 1
033_3_08 ACGGTCTGTATCGAAAAAGACCACTTGGCT 30 AJ242477 Streptococcus thermophilus repA gene for putative small heat shock protein and ORF2 DNA for replication protein, strain S452 97 30 1 0 1 30 2464 2493 1
033_3_09 CATGGTAACTTTGAAATCTCACGCAGAATAG 31 32 100 16 0 0 13 28 101063 101048 1
033_3_10 GAACTTTCAGCTTATAACAACGCATTAGAAC 31 34 95 21 1 0 6 26 493627 493607 1
033_3_11 ATTGACCTATTCAATGTATGGGTCACGTAA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome44 93 30 2 0 1 30 34287 34316 1
033_3_12 TCTTAAAAATTGAATATTAACGAAGTACAT 30 AF158601 Streptococcus thermophilus bacteriophage SFi18 lysin, gp111, gp183, gp47, gp54, gp71, gp145, gp69, gp40, gp229, gp157, gp233, putative helicase, gp151, gp271, putative primase, gp143, gp106, gp89, gp57, gp51, gp66, gp192, putative DNA binding protein, gp99, and gp235 genes, complete cds46 96 27 1 0 4 30 4156 4182 1
033_3_13 TAACAAGCTGTACGACTTGTACTATCAGGC 30 36 100 18 0 0 4 21 2021331 2021314 1
033_3_14 GGGTGCTGATATGTCTACCTCTGGTGGAGC 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome44 93 30 2 0 1 30 34503 34532 1
034_1_01 AGATACTCGCTCATATCATCCAACGTGGT 29 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome46 100 23 0 0 4 26 38729 38707 1
034_1_02 ATGTTATTAAAGAGCGTTCTAAGTTATCAC 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome52 97 30 1 0 1 30 9172 9201 1
034_1_03 ATCAGATAAAAAAGGTGGATATGTGTACCA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome52 100 26 0 0 5 30 18734 18759 1
034_1_04 GGCAATATTACCCGTTTGGATGATGATATT 30 34 95 21 1 0 7 27 502533 502553 1
034_1_05 GTGGTCTTCTATTCGTAAGATAGCACTAGA 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome44 93 30 2 0 1 30 34403 34432 1
034_1_06 ATTAGATGCTATTATCACCGATGTCAAAAT 30 34 100 17 0 0 14 30 339536 339552 1
034_1_07 CAAAAACGCTTTGGGTGACTACCTAATGGA 30 AF115102 Streptococcus thermophilus bacteriophage Sfi19, complete genome52 97 30 1 0 1 30 6849 6878 1
034_1_08 ATTTTTGACATTGACTGTTAAGAATGTTGAG 31 CP000421 Streptococcus thermophilus LMD-9 plasmid 2, complete sequence54 97 31 1 0 1 31 2535 2565 1
034_1_09 CGATATCAGTAGTGATGATTTGCCGTTTTA 30 CP000323 Psychrobacter cryohalolentis K5, complete genome 40 100 20 0 0 11 30 1603941 1603922 1
034_1_10 CACATTACGTTACTCATGGGGCGACAAACA 30 32 100 16 0 0 1 16 18219 18204 1
034_1_11 CAAGAATTGGGCATAACAGACATGACCCA 29 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome58 100 29 0 0 1 29 20961 20989 1
034_1_12 CTGCTGCTGTTCGACCGCAGAACGTTATCAA 31 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 2 31 1343 1372 1
034_1_13 CATTCAATGCAACCCGTGGATGGTCTGACA 30 34 100 17 0 0 1 17 360569 360585 1
034_1_14 ATTAAAATGTCGAAAATAGCCCAAATTGCC 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome60 100 30 0 0 1 30 3037 3008 1
034_1_15 TTACAAAGACAAAGAAAACAAAACAACCAA 30 CP000350 Leptospira borgpetersenii serovar Hardjo-bovis JB197 chromosome 1, complete sequence44 96 26 1 0 5 30 1010698 1010723 1
034_1_16 TGGAAACTAAGAAATGCAATAGAGTGGAAG 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome44 93 30 2 0 1 30 34105 34134 1
034_1_17 AAATCTCGTAGTTAGTACAGTAGGTTTCAA 30 AF115102 Streptococcus thermophilus bacteriophage Sfi19, complete genome60 100 30 0 0 1 30 1746 1717 1
034_1_18 TCATAGCGGATTCGAACCGCTATAAGCCC 29 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome46 96 27 1 0 3 29 39230 39204 1
034_1_22 AATTGGAACGTGTCAAACGAACAAAGGTCA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome40 100 20 0 0 3 22 804 823 1
035_1_01 CAGCACTAGCCGCAAGCCCTTGTATATTAA 30 AF115102 Streptococcus thermophilus bacteriophage Sfi19, complete genome40 96 24 1 0 1 24 5575 5552 1
035_1_02 TAGAAATCAAGGAACTTGGATGAAAAGTAA 30 34 100 17 0 0 2 18 348278 348294 1
035_1_03 ATATGAAAGGGAAATGATATGAAGAATGAA 30 38 100 19 0 0 10 28 11817 11835 1
035_1_04 TTTTGGGATACAACACGCAGTCGTTGACTTG 31 38 96 23 1 0 9 31 9890 9912 1
035_1_05 GTTTGAGATGCCAATGTTTTTCAATCCTTG 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 15761 15732 1
035_1_06 GTATCAAAAGACGCATTCATGAAGCGAGCT 30 36 95 22 1 0 8 29 1793935 1793914 1
035_1_07 AAAAACAATTGAAATTCATAATCAGCGCTT 30 38 100 19 0 0 1 19 3352344 3352326 1
035_1_08 GCTTTTAACGTTTTAAGAGAATACCCTCT 29 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome42 93 29 2 0 1 29 28309 28337 1
035_1_09 GTGACGCTGCAATGACTTGCCATAGTAATT 30 AY196178 Streptococcus thermophilus bacteriophage kappa3 putative primase (Pri3.1) gene, complete cds52 97 30 1 0 1 30 652 623 1
035_1_10 ATACTGGTATATAGTAATTCATACTTCATC 30 36 100 18 0 0 8 25 300114 300131 1
035_1_11 TTGGTTTCATATTTACTCCTTTGTGTTTTG 30 38 100 19 0 0 5 23 14961 14979 1
035_1_12 CTGATTTGGTCTTGTTCTTTTGTCCCTTTT 30 38 93 27 2 0 4 30 12590 12564 1
035_1_13 GCAGCAGTTGAGAACTTTAGCGTCCAGTGG 30 34 100 17 0 0 5 21 439582 439598 1
035_1_14 TGCTACTATGAAGGACGCTGTTGATACTTT 30 32 100 16 0 0 9 24 1956590 1956575 1
035_1_15 TCTTCTTTAATCTTTTTTAACGTCAACGTT 30 38 100 19 0 0 2 20 812942 812924 1
035_1_16 GTATCCATTAATATAGTAGCATTTCTATCA 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome54 100 27 0 0 4 30 22787 22761 1
035_1_17 AGTAGAGAGACCAGCACACTACTGTACTAC 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 10734 10763 1
035_1_18 CTTCGCACGAAAGTTTATTAGACAACTCGC 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome40 93 28 2 0 1 28 3575 3548 1
035_1_19 TGATAGAGCTAGAATTGTCTTTTTTACCGA 30 36 100 18 0 0 10 27 3827804 3827787 1
035_1_25 ATTCATTAATATCTGCAAGGATGTCTTGTT 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 1810 1781 1
035_1_26 GAGAAAGTAGCCCATTCGGCCCATTCGGGG 30 38 100 19 0 0 10 28 1109646 1109664 1
035_3_01 CTGACGTTCTAGTTCAGCAGCATCAGCGAT 30 CP000420 Streptococcus thermophilus LMD-9 plasmid 1, complete sequence58 100 29 0 0 2 30 1008 980 1
035_3_02 TTCAGTTTGGCTTTTTATTTTAAAAAACAT 30 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome42 96 25 1 0 3 27 22283 22307 1
035_3_03 GAAAATCGCTAAAGAAGCAGTTAAGAAGTT 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome54 100 27 0 0 1 27 27362 27388 1
035_3_04 TGTGGCGCTGTCCTATGACCGTACTGGTCT 30 36 100 18 0 0 3 20 399791 399808 1
035_3_05 GTTGACAGTTAAATATAGCTTTACAGGAAA 30 36 100 18 0 0 8 25 993445 993462 1
035_3_06 GTCTTCTAATACAGAAACACGTTGTTGACT 30 38 100 19 0 0 11 29 5029419 5029437 1
035_3_07 CCCATGACATCAAGATGATATCCCCTGTCA 30 34 100 17 0 0 4 20 34725 34709 1
035_3_08 AATGAAGAAGCCAATTCAAGCGCAAGGGTC 30 36 95 22 1 0 5 26 577404 577425 1
035_3_11 AGTGTTTTTCTGAACACCGTTCACAGTCAG 30 36 100 18 0 0 5 22 735 718 1
035_3_12 TTATATTTTTTTAAGGCGGTCAGTTTGGTC 30 36 100 18 0 0 6 23 3134047 3134030 1
036_1_01 ACTTACAGAGGATATCAACTCTAGCTTTAG 30 36 100 18 0 0 12 29 4142986 4143003 1
036_1_02 AAAATAGCACCACTAACTGTGAACGGCGTG 30 36 100 18 0 0 1 18 564901 564884 1
036_1_03 CTAGCCTTAAAATCACTGCGACCGCAGTA 29 34 100 17 0 0 3 19 872767 872751 1
036_1_04 GTGAAGTAGAGCATATGAAGTCCTCATCTT 30 32 100 16 0 0 7 22 376877 376862 1
036_1_05 ATCATGGCAAGAGCATTGCTTATGGCTGAC 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome46 96 27 1 0 4 30 27957 27983 1
036_1_06 GAAGCACCTCTTGCGTTGATAAAAGTATTG 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 30370 30399 1
036_1_07 ATCATCGAGAACAAGCTTGATAAAATCATC 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome50 97 29 1 0 1 29 23838 23866 1
036_1_08 ATGGTTCTAATATCGGTACTTACTTTATCG 30 34 100 17 0 0 8 24 643429 643413 1
036_1_09 CACACATTCAACAGATTAATGAAGAATACA 30 38 100 19 0 0 6 24 4299912 4299894 1
036_1_10 CATTGGTAAACGTGAACGCTTCACAAATG 29 34 100 17 0 0 13 29 297058 297042 1
036_1_11 AACGAATTTAAAGATTTTGATGAAAGTCTA 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 4206 4235 1
036_1_12 ATACTGGTGCTCAATTAGCCTCAAACGGCA 30 32 100 16 0 0 3 18 2302370 2302385 1
036_1_13 CTGAGTGGCTTGTATTGGATGATGTGGGCA 30 34 100 17 0 0 10 26 5913458 5913442 1
036_1_14 TCATTTATCAGGAAAATTTCCCTCAACGT 29 36 100 18 0 0 2 19 1197806 1197789 1
036_1_16 GAGCGCCCTCTATTACTTAACATAAACGGT 30 36 100 18 0 0 9 26 1024174 1024157 1
036_1_17 CAGATAGCTGTTAAGTCGCCTGGCTGATAA 30 34 100 17 0 0 12 28 3140919 3140935 1
037_1_01 TGACTTAGCGAATTTAATCGCTAAGATATC 30 DQ295022 Streptococcus thermophilus plasmid pSMQ-316, complete sequence44 93 30 2 0 1 30 5945 5916 1
037_1_02 CTTCACCTCAAATCTTAGAGCTGGACTAAA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 32012 31983 1
037_1_03 ATGTCTGAAAAATAACCGACCATCATTACT 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome44 96 26 1 0 5 30 24299 24274 1
037_1_04 GAAGCTCATCATGTTAAGGCTAAAACCTAT 30 38 100 19 0 0 6 24 2303 2321 1
037_1_05 TAGTCTAAATAGATTTCTTGCACCATTGTA 30 AF348744 Streptococcus thermophilus bacteriophage DT1.1 host specificity protein gene, complete cds44 93 30 2 0 1 30 2192 2163 1
037_1_06 ATTCGTGAAAAAATATCGTGAAATAGGCAA 30 AJ239049 Streptococcus thermophilus partial repA gene, ORF1 to ORF8 and partial ORF9 DNA52 97 30 1 0 1 30 142 113 1
037_1_07 TCTAGGCTCATCTAAAGATAAATCAGTAGC 30 AF148566 Streptococcus thermophilus bacteriophage J1 putative lysin gene, partial cds; and putative endonuclease gene, complete cds40 96 24 1 0 1 24 1190 1213 1
037_1_08 TAAAAACATGGGGCGGCGGTAATAGTGTAAG 31 34 100 17 0 0 7 23 251097 251081 1
037_1_09 ACAACCAGCAAAGAGAGCGCCGACAACATT 30 34 100 17 0 0 12 28 1474698 1474682 1
037_1_10 TATAACACAGGTTTAGAGGATGTTATACTT 30 36 100 18 0 0 13 30 23430 23447 1
037_1_11 CTAGAAGCTCAAGCGGTAAAAGTTGATGGCG 31 34 100 17 0 0 15 31 857157 857173 1
037_1_12 CTTTGAGGGCAAGCCCTCGCCGTTCCATTT 30 34 100 17 0 0 2 18 233113 233097 1
037_1_13 AACTACCAAGCAAATCAGCAATCAATAAGT 30 AF115102 Streptococcus thermophilus bacteriophage Sfi19, complete genome60 100 30 0 0 1 30 5888 5917 1
037_1_14 CTATAAGTGACAATCAGCGTAGGGAATACG 30 34 100 17 0 0 12 28 1156552 1156568 1
037_1_15 ATCAGTGCGGTATATTTACCCTAGACGCTA 30 32 100 16 0 0 9 24 1643537 1643552 1
037_1_16 AACAGTTACTATTAATCACGATTCCAACGG 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome50 100 25 0 0 1 25 21631 21655 1
037_3_01 GGTGAAAAAGGTTCACTGTACGAGTACTTA 30 32 100 16 0 0 3 18 310198 310213 1
037_3_02 TCAATGAGTGGTATCCAAGACGAAAACTTA 30 AJ242479 Streptococcus thermophilus res gene, ORF2 and ORF3 DNA, strain St 10660 100 30 0 0 1 30 1137 1166 1
037_3_03 CCTTGTCGTGGCTCTCCATACGCCCATATA 30 AY250830 Streptococcus thermophilus plasmid pND103, complete sequence60 100 30 0 0 1 30 3381 3352 1
037_3_04 TGTTTGGGAAACCGCAGTAGCCATGATTAA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 21485 21514 1
037_3_05 ACAGAGTACAATATTGTCCTCATTGGAGACAC 32 34 100 17 0 0 8 24 20491 20507 1
037_3_06 TAACGGTGAGCCAATCAAAAAATACTTCAC 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome46 96 27 1 0 4 30 8218 8244 1
037_3_07 TTATATAAAATCGTGCTACGGGCGTTTTAT 30 X65856 S.thermophilus gene for replication protein (Rep A) 60 100 30 0 0 1 30 1411 1440 1
037_3_08 CTCATATTCGTTAGTTGCTTTTGTCATAAA 30 AF115102 Streptococcus thermophilus bacteriophage Sfi19, complete genome60 100 30 0 0 1 30 14807 14778 1
037_3_09 AGAACTTTATCAAGATAAAACTACTTTAAA 30 CR628336 Legionella pneumophila str. Paris complete genome 40 100 20 0 0 9 28 3294004 3293985 1
037_3_10 ATAGTATTAATTTCATTGAAAAATAATTGT 30 AP006628 Onion yellows phytoplasma OY-M DNA, complete genome42 100 21 0 0 5 25 551112 551132 1
038_1_01 ATGATGATGAAGTATCGTCATCTACTAAC 29 36 95 22 1 0 4 25 797017 797038 1
039_1_01 ACCAAGTAGCATTTGAGCAAAGATAGATTG 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome60 100 30 0 0 1 30 3484 3455 1
040_1_01 TAGATCTCATGAGTGGCGACAGTGAGCTT 29 AY196178 Streptococcus thermophilus bacteriophage kappa3 putative primase (Pri3.1) gene, complete cds58 100 29 0 0 1 29 590 618 1
041_1_01 TACCATCTTGGGATAGGTACTGGTCATGCC 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome46 96 27 1 0 1 27 4427 4401 1
042_1_01 CTATCATGTTTTTTATGTATCAAAACTCGT 30 CP000447 Shewanella frigidimarina NCIMB 400, complete genome 40 100 20 0 0 6 25 2077033 2077014 1
043_1_01 GATTTTTAGCGTAGGTACCTTCGCTACCTT 30 36 90 30 3 0 1 30 31112 31083 1
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044_1_01 CAATAGTTACCCGAGTACCATCTTCAATCA 30 36 95 22 1 0 7 28 450270 450249 1
045_3_01 CCTTATCGCAACACTTCCAGAGGGATCGGTA 31 38 100 19 0 0 5 23 663 681 1
046_3_01 TGCAATTTCCATTAGTTCTTGACGCCCTTT 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome60 100 30 0 0 1 30 1002 973 1
048_1_01 TTTATACTTTATCTTTTTAAAGAATGTATT 30 38 96 23 1 0 6 28 1054784 1054806 1
048_3_01 GACCACAAGAGTACTTATAAAGGCAATCAT 30 34 100 17 0 0 4 20 255039 255055 1
048_3_02 CGGTTTATACCGTAAGCGACAACTTGGTTA 30 AY250830 Streptococcus thermophilus plasmid pND103, complete sequence60 100 30 0 0 1 30 960 931 1
048_3_03 TCTGACGGTTAGATATGATTTTACTGGTAA 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome52 97 30 1 0 1 30 23182 23211 1
049_1_01 CCTAAAATCATTTTCAACGAGTTGCGATAC 30 AF348744 Streptococcus thermophilus bacteriophage DT1.1 host specificity protein gene, complete cds58 100 29 0 0 2 30 637 609 1
049_1_02 AATAAATTGCTATGATACAGCGTACCGATA 30 CP000421 Streptococcus thermophilus LMD-9 plasmid 2, complete sequence60 100 30 0 0 1 30 1700 1671 1
050_1_01 AACATCTTTCCACATCTACAACAAGGAATT 30 AF148566 Streptococcus thermophilus bacteriophage J1 putative lysin gene, partial cds; and putative endonuclease gene, complete cds60 100 30 0 0 1 30 709 680 1
050_1_02 CTTCGAATAGACCACATTAGGTCAGTATTT 30 34 100 17 0 0 14 30 22358 22374 1
051_1_01 CGTGGCAGCGTGGTCGGGTTTAATAGCCCG 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome50 97 29 1 0 2 30 11149 11177 1
051_1_02 AAGCCCAAGTCAGAGCATCCGTCCAAGCC 29 AJ239049 Streptococcus thermophilus partial repA gene, ORF1 to ORF8 and partial ORF9 DNA58 100 29 0 0 1 29 6926 6898 1
051_1_03 ATTGGGTTTCGGTAAGAACTAAACATACCA 30 34 100 17 0 0 5 21 830 814 1
051_1_04 CACAAAATAATTCGGTAGTTTTTACTAACT 30 AF348739 Streptococcus thermophilus bacteriophage DT2 host specificity protein gene, complete cds48 96 28 1 0 1 28 1223 1250 1
051_1_05 TTTGACCGTTTATTTAGACGTGCTAAAGT 29 CP000421 Streptococcus thermophilus LMD-9 plasmid 2, complete sequence58 100 29 0 0 1 29 2608 2636 1
051_1_06 AATATCTACAGGTCACTACAAAGCTACGCT 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 24847 24876 1
051_3_01 CATATCACCCTCATATTCATGTTTTGATGA 30 AY250830 Streptococcus thermophilus plasmid pND103, complete sequence60 100 30 0 0 1 30 1219 1190 1
051_3_05 TGATGGACGAGACGGTATTCCAGGAAAACC 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome48 96 28 1 0 1 28 20149 20176 1
051_3_06 ATTGGAAAAAGGCGTTTTTACTAATGAGTA 30 38 100 19 0 0 2 20 183 165 1
051_3_07 ATACTTACGATGGCGAAGATTACAACTATAG 31 36 95 22 1 0 4 25 18159 18180 1
051_3_10 TATTGAAACGAGCGTGCCTTTTAAGCCATC 30 34 100 17 0 0 12 28 2858828 2858812 1
051_3_12 TGAATCTTCTAACTTTAACTCAGTTGTTAC 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome52 97 30 1 0 1 30 34634 34663 1
051_3_13 AATAATAAAAGTGATACAAGCTCAAGGCAA 30 AF115102 Streptococcus thermophilus bacteriophage Sfi19, complete genome46 96 27 1 0 1 27 1793 1819 1
052_1_01 TTAGATCTCATGAGTGGCGACAGTGAGCTT 30 AY196178 Streptococcus thermophilus bacteriophage kappa3 putative primase (Pri3.1) gene, complete cds60 100 30 0 0 1 30 589 618 1
053_1_01 GCATTCATGGTTTGTTGGTATTTAACGTAT 30 AF348736 Streptococcus thermophilus bacteriophage MD2 putative tape measure protein, phage structural protein, and receptor binding protein genes, complete cds60 100 30 0 0 1 30 920 891 1
054_1_01 GCTACTGAAAGCTACGAGGTTGGTAATCCT 30 AF348736 Streptococcus thermophilus bacteriophage MD2 putative tape measure protein, phage structural protein, and receptor binding protein genes, complete cds60 100 30 0 0 1 30 5562 5591 1
054_1_02 GTAGTTAGAGCGCTTGAAGCTAACGGTATA 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome60 100 30 0 0 1 30 13255 13284 1
055_1_01 TATTTTATCAGTCATCATGGCGTCATAGCC 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome60 100 30 0 0 1 30 2603 2574 1
056_1_01 TGCTCTCTATGCGATTGGACGTCTGTCTAA 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome40 100 20 0 0 2 21 9220 9239 1
056_1_02 AAGAAAGATAAGAAAAAAGTAACACTACTT 30 36 100 18 0 0 1 18 1046249 1046232 1
057_1_01 TAGTAAAAGATTCTGGGTTGATTGTCTCGT 30 AM406671 Lactococcus lactis subsp. cremoris MG1363, complete genome48 100 24 0 0 5 28 653138 653161 1
057_1_02 TTCTTTTGGTTCATCCAAATGACACACCCT 30 AY250830 Streptococcus thermophilus plasmid pND103, complete sequence60 100 30 0 0 1 30 3451 3422 1
057_1_03 TCACATCCTAGCGATAATCTGTTTGCTTC 29 34 100 17 0 0 9 25 549382 549366 1
057_1_04 ATAGCTTCATTGCGCTTTTTAATTTGACCT 30 38 100 19 0 0 4 22 2727513 2727495 1
057_1_05 AACAACAAAGCAAATACAACAGTAACAACC 30 36 92 26 2 0 3 28 2570839 2570864 1
057_1_06 CTAAACTACGTTTGAAGGTCTCAACTCCGT 30 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome40 93 28 2 0 1 28 28601 28574 1
057_1_07 GAGGTTGAATAGTGAGTGCACCATGTTTGT 30 32 100 16 0 0 2 17 14804 14789 1
058_1_01 AAAATTTGTTGATGGCATGTTTAGTGCTGC 30 DQ665367 Turnip ringspot virus RNA1 polymerase gene, partial cds 42 100 21 0 0 1 21 350 370 1
058_1_02 ATGGAAGTGTAGAAAGTACAGCACGGAACT 30 AF177168 Streptococcus thermophilus plasmid pER36, complete plasmid sequence60 100 30 0 0 1 30 2044 2015 1
058_1_03 ACAGTAAGATACACGTAGTTGATGAATTG 29 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome50 97 29 1 0 1 29 15007 15035 1
058_1_04 AAGACATATCTTTTTAACATCATGAAGACG 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 16799 16828 1
058_1_05 TAAAACTTACTGCAGACAGTGTTAATTATC 30 AJ239049 Streptococcus thermophilus partial repA gene, ORF1 to ORF8 and partial ORF9 DNA60 100 30 0 0 1 30 6243 6272 1
058_1_09 TGATAGAGAATGGTCGTTAAATGGTGTAAT 30 32 100 16 0 0 5 20 216 231 1
058_1_10 GAACAAGTAGAAGGAGGAGTGGAAGAGTCGG 31 34 100 17 0 0 15 31 1012 1028 1
058_1_11 ACGAGTGGGCTATCAGTCACGGACTGGATA 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome60 100 30 0 0 1 30 38054 38083 1
058_1_15 GGCCGCATCGGAAAATGGGCTTGTTATCGG 30 36 100 18 0 0 12 29 1211371 1211388 1
058_1_16 TCAGAAAGCGGTTGCTGTGCCTGTGCTGG 29 CP000473 Solibacter usitatus Ellin6076, complete genome 44 100 22 0 0 8 29 5218276 5218297 1
058_1_17 AGACCATCCGTTCTTTGTGTTTAGAGCCAT 30 36 100 18 0 0 2 19 4041727 4041710 1
058_1_18 CTTGAATCTGCTTGACTGATAATGTGCTAT 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 24560 24531 1
058_1_19 CGAACATTGCAGAACTGGGGAAATGGGTAC 30 34 100 17 0 0 7 23 1909647 1909663 1
058_1_20 TAAGAAACCTGTCGGAGAAGCTAAAAGCTG 30 AF348736 Streptococcus thermophilus bacteriophage MD2 putative tape measure protein, phage structural protein, and receptor binding protein genes, complete cds52 100 26 0 0 1 26 3621 3646 1
058_1_21 CTCACTAGTCCATTAGTGCGGTTAGGGAA 29 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome42 93 29 2 0 1 29 24458 24486 1
058_1_22 TGGTACTACACCTCAAACGGTGAGTGCATG 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 226 255 1
058_1_23 GCAACAATGGTTATAATTATCCCACACAGG 30 36 100 18 0 0 12 29 82603 82620 1
058_1_24 GCATACGCTGTTACAAACACACCCCACCC 29 36 100 18 0 0 1 18 2314931 2314948 1
059_1_01 GACGTTCAATGAAATATTCTTATCAGACAT 30 AY250830 Streptococcus thermophilus plasmid pND103, complete sequence60 100 30 0 0 1 30 1462 1433 1
059_1_02 TCTGACGATAAAGAGAATATCTCAAAGGGT 30 AF177167 Streptococcus thermophilus plasmid pER35, complete plasmid sequence60 100 30 0 0 1 30 1175 1204 1
059_1_03 GGGTGCGATGGATTCAATGACAAAGAGCAC 30 38 96 23 1 0 8 30 2132677 2132699 1
059_1_09 TCAGTTTCAAATGCTCCACCACCGATATTA 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome46 96 27 1 0 4 30 5508 5482 1
059_1_10 GTTCGGGTTCAGGTGGTTTTATACTCAACT 30 AF020798 Streptococcus thermophilus bacteriophage lysogeny module, integrase homolog (int), putative host cell surface-exposed lipoprotein, putative metallo-proteinase, repressor, Cro-like regulatory protein, and P1-antirepressor homolog genes, complete cds52 97 30 1 0 1 30 2045 2016 1
059_1_11 AACATGCATCAGTTTGGATACGAGGTCAAG 30 36 90 30 3 0 1 30 8004 8033 1
059_3_01 GGAATTCACATTTATGCCACGGGGTGGTAG 30 38 100 19 0 0 4 22 3198 3180 1
059_3_02 CTAAGGTTTGATGATGTCGTACAGTTCTAC 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome42 96 25 1 0 5 29 14213 14237 1
059_3_03 TATACGCAACTTCCATATCTACAAAAGTCG 30 38 100 19 0 0 9 27 8304 8286 1
059_3_04 ATCTGGTTCAATGCATACTGATATGGTTAA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome56 100 28 0 0 1 28 10275 10302 1
059_3_05 ATTTGCACCCTTTAACATCCATGATGTAAG 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 9438 9409 1
059_3_06 AAGTAATGCTAAGAAGTTAGCCGATTATTT 30 CP000705 Lactobacillus reuteri F275, complete genome 40 100 20 0 0 6 25 310470 310489 1
059_3_07 ATGGGATTGGTTCGATTAGTGAAAGCTCAG 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome44 93 30 2 0 1 30 13135 13164 1
059_3_08 GATTGCTTGGGCAATTTGCCAGTTTGGTTT 30 38 100 19 0 0 4 22 2518107 2518125 1
059_3_09 TAATACAGTTACATTGTCTTCATATGGTCG 30 32 100 16 0 0 10 25 682559 682544 1
059_3_10 TACCTCCCTGGCAACTTGCCCTAAATAGTT 30 AF115102 Streptococcus thermophilus bacteriophage Sfi19, complete genome50 97 29 1 0 2 30 1651 1623 1
059_3_11 CCAAGGGATTCAAGGACCACAAGGCCCTCA 30 AE017194 Bacillus cereus ATCC 10987, complete genome 44 93 30 2 0 1 30 4496839 4496810 1
059_3_12 CTCAATGGTTGAGGATTATCTTGAAAGTAA 30 38 96 23 1 0 8 30 10890 10912 1
059_3_13 CATCACTGACATGGGCGATGGCGGCTACTA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 34956 34985 1
059_3_14 CGGGCTTAACATTCCACACAATATCCAAGA 30 34 100 17 0 0 11 27 789625 789641 1
059_3_15 AATCTGACACAGCTAACCACATGAGCGACA 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 3793 3822 1
059_3_16 CGGACAGCGATAAATACACTCTATACAGAGA 31 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome62 100 31 0 0 1 31 9459 9489 1
060_1_01 AAGACCGCTGTACTGGTTGGTATTCGTACC 30 38 100 19 0 0 5 23 6140 6158 1
060_1_02 CAACCAAGCGAACACAGCAGTAGCACCGCA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome42 93 29 2 0 2 30 34708 34736 1
060_3_13 CTTAGCCTTGAAATGGCACGTAGTGAACTTA 31 34 95 21 1 0 10 30 1013 1033 1
060_3_15 TAAATAATAAAGTTTTCTACCAAGATAATT 30 38 100 19 0 0 3 21 5414865 5414847 1
060_3_16 CACACTTGCACAAGTATGTTTCAATCTTAT 30 36 100 18 0 0 11 28 1363018 1363001 1
061_1_01 ATCCGCATGGCAGAACATCTAGCTATGATG 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome60 100 30 0 0 1 30 27849 27878 1
061_1_02 CAATTTAGGAACAATTAAATTTATTGTACT 30 CP000421 Streptococcus thermophilus LMD-9 plasmid 2, complete sequence52 97 30 1 0 1 30 767 738 1
061_1_03 GGATTGCCAAAAAAGTTGTTGTAACTCGCA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome56 100 28 0 0 1 28 16408 16435 1
061_1_04 ATAAATTTTTAAAAATGACAACGTCGACTG 30 38 100 19 0 0 2 20 956290 956272 1
061_1_05 TTTGAAAGCATTTTACTAACTGCTTGCGGT 30 34 100 17 0 0 13 29 192280 192264 1
061_1_06 GTGTCGCTGGAGCTTTCAATTTAATGACTG 30 AF115102 Streptococcus thermophilus bacteriophage Sfi19, complete genome60 100 30 0 0 1 30 11773 11802 1
061_1_07 CTGCATCTGGCTTCAATAGTGCCAATATGC 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome52 97 30 1 0 1 30 18978 19007 1
061_1_08 TACCCATTGCAATTATTTCTTCACCTTTGT 30 36 92 26 2 0 3 28 36532 36507 1
061_1_09 TGAAATAGCTTGCTACCCTTACGAATACA 29 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome58 100 29 0 0 1 29 23413 23441 1
061_1_10 AAGTTGATCGTATCTATTTAGAATATCGCA 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 34600 34629 1
061_1_11 ATTCACTTTGACAGATACTAATGCTACATC 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome44 93 30 2 0 1 30 19135 19164 1
061_1_12 CAAGCAGTGTAAAGGTGGTTTAAATGTTAA 30 36 95 22 1 0 9 30 5622 5643 1
061_1_13 CCATGGGTGCTAAAGGTGATGACTACCGCT 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 23107 23136 1
061_1_14 AAATGAACAGACAAGAAGCAACAGAAATTG 30 AJ242475 Streptococcus thermophilus repA gene for replication protein, strain J3458 100 29 0 0 2 30 2347 2319 1
062_2_02 TCAAAATATGTTATTACTTTGTATTTCATAATTCAATTAA 40 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome44 93 30 2 0 1 30 31290 31261 1
062_2_03 CTAGGTCATGATATTTATTATCTGCCGAATGATTTGATA 39 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome54 92 39 3 0 1 39 23784 23746 1
064_1_01 TCTCTTTCCATCGGTACTGGTATATCTCAT 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome52 97 30 1 0 1 30 2857 2828 1
064_1_02 ATTGGTAGCCAAGTAAATATCACCATTGAT 30 38 100 19 0 0 5 23 1931192 1931174 1
064_1_03 TTCTTCAAATTCACCGACTGCAAAATTACA 30 36 100 18 0 0 1 18 3608604 3608587 1
064_1_04 GCTTCCTAAGTGCATGAAAATCGCAAACGG 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome60 100 30 0 0 1 30 25501 25472 1
064_1_05 TATACCTGTCTATGTAAGGGAATTTAACTC 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome60 100 30 0 0 1 30 25604 25575 1
064_1_06 GGTGTAGGTGCTGTTGGTAAGTTGTTTAAT 30 36 100 18 0 0 11 28 2988874 2988857 1
064_1_07 GTGAAACAGGTTATCAAAAAACGTATATTG 30 36 90 30 3 0 1 30 29228 29257 1
064_1_08 TTATTCTTGGAATTATTACAGACCCTACTA 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome42 96 25 1 0 1 25 25807 25831 1
064_1_09 GCTTTCATTATATCACTTACTCATAAATCT 30 36 100 18 0 0 1 18 1019754 1019737 1
064_1_10 TAATCACCCCTTTTTCTAGCTCTTGATTGA 30 38 100 19 0 0 10 28 1844563 1844545 1
064_1_12 CATAGTATAGCCGTCTTCTTTGATTGATTG 30 34 100 17 0 0 2 18 1461236 1461220 1
064_3_01 TTCTGGATGTCTGTACCAAGGTTCTGGTTC 30 AF020798 Streptococcus thermophilus bacteriophage lysogeny module, integrase homolog (int), putative host cell surface-exposed lipoprotein, putative metallo-proteinase, repressor, Cro-like regulatory protein, and P1-antirepressor homolog genes, complete cds60 100 30 0 0 1 30 2065 2036 1
064_3_02 TGGGGGACGGTGAAGATGGTCCTCAAGGTAC 31 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome42 100 21 0 0 8 28 23633 23653 1
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064_3_03 TGGTTTATATAGAAAACGGCAACTTGGATA 30 AJ239049 Streptococcus thermophilus partial repA gene, ORF1 to ORF8 and partial ORF9 DNA60 100 30 0 0 1 30 1757 1786 1
064_3_04 CTTGACTGACAATGAAGACAACTATAGAGTA 31 36 95 22 1 0 3 24 104202 104181 1
064_3_05 AAGTAATTTTGATAATTGCAATAATTACAT 30 38 100 19 0 0 12 30 560595 560577 1
064_3_06 AGTCCTATTGGGTTTAATTATTTTGATAA 29 38 100 19 0 0 5 23 4108876 4108858 1
064_3_07 CAAAGCAGGAGGCGTTTGAGACCAATTTGT 30 36 100 18 0 0 2 19 61765 61782 1
064_3_08 AGCTAGTGCCTGAGCCTTGCCAATAAGGGA 30 38 100 19 0 0 5 23 182717 182699 1
064_3_09 GCTACGACCTTCATTTTCTTGTAAATATGA 30 36 100 18 0 0 6 23 3739 3722 1
064_3_10 TAGAGGTAATGATGGTATTGCAGGTAAGGA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome42 100 21 0 0 7 27 29055 29075 1
064_3_11 TTTGGGTGTGGTAACTCCTGACGCACGAAT 30 32 100 16 0 0 1 16 158156 158171 1
064_3_12 TATGGAAGGTCGCGGAATGCAACCGCTTGA 30 32 100 16 0 0 6 21 3458176 3458161 1
064_3_13 ATTTTAAGGGGATTAATCCCCTTTTTTAGT 30 36 95 22 1 0 7 28 3746 3725 1
065_1_01 AACCCGCGTGGTTATGGGCTTGAGGAGTGT 30 34 100 17 0 0 7 23 1455213 1455197 1
065_1_02 ATATTAATAGCGATTCTATGCTACAACGTG 30 34 100 17 0 0 1 17 731224 731240 1
065_1_03 TCATCTTCTAAGTAAATACCACTGTCAGGG 30 34 100 17 0 0 9 25 259 243 1
065_1_06 TTTTCGCAAAGTAAGCGAAGCTCTACGTG 29 36 100 18 0 0 8 25 618041 618058 1
066_2_02 GGTCATGATATTTATTGTCTGCTGAATGATTTGATA 36 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome64 97 36 1 0 1 36 23781 23746 1
066_2_03 CTTCTTCTTCTATGTAATAATCTTTCATTTTCAAG 35 38 100 19 0 0 17 35 3011259 3011241 1
066_2_04 GTGACCCTGTTTTAGCATTAACAACGATATGTCCCAC 37 38 100 19 0 0 10 28 1946566 1946548 1
066_2_05 TCTTGGTGGTGAGATTTGTCGAATTTCCAAAGACCT 36 38 100 19 0 0 14 32 720156 720174 1
066_2_06 ACCCCTACTGGTTTGTAGGTTATTTCCATAATCACCA 37 32 100 16 0 0 20 35 607 622 1
066_3_01 ATAGATACTGTAAGGTCGGCTAATGGCTCA 30 36 100 18 0 0 13 30 2731961 2731944 1
066_3_02 CACTAAAATCAACGATGTTTTAAGGCAAGG 30 34 100 17 0 0 5 21 2701209 2701225 1
066_3_03 AAGTTTTTAAGTATCCATCTTCGTCGAACA 30 AJ242479 Streptococcus thermophilus res gene, ORF2 and ORF3 DNA, strain St 10660 100 30 0 0 1 30 3190 3161 1
066_3_04 TTGATATTTACCTTTTGAGTAGGTATCTTG 30 34 100 17 0 0 12 28 79 63 1
066_3_05 CTAGGTCATACATATAAAGCAAACTATTGT 30 CP000024 Streptococcus thermophilus CNRZ1066, complete genome60 100 30 0 0 1 30 731307 731336 1
066_3_06 TATGGCATATAATCAGAAATACCATTACAC 30 DQ512735 Clostridium botulinum neurotoxin type E gene, partial cds40 100 20 0 0 7 26 503 484 1
066_3_07 GTTGAAGTATTTCGTTGTAACAATGACAAGT 31 32 100 16 0 0 5 20 1697816 1697801 1
066_3_08 ATGAGGTGAAAATAAAGAGCTTGTGTATCT 30 36 100 18 0 0 5 22 2246714 2246731 1
066_3_09 ACACATGTCTCTTCTTTCAACCAATATCGG 30 AF115102 Streptococcus thermophilus bacteriophage Sfi19, complete genome60 100 30 0 0 1 30 7026 7055 1
066_3_10 TGCTCTAAAATCGTTCTACGAGCGTTTTAT 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome42 96 25 1 0 6 30 11229 11205 1
066_3_11 GGCTAGGAAGTACAAGTAACTATAAGAAAT 30 DQ295022 Streptococcus thermophilus plasmid pSMQ-316, complete sequence60 100 30 0 0 1 30 1157 1186 1
066_3_12 AGCCTTTAGCCATAGTTTTTACATGACCGA 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome56 100 28 0 0 1 28 10766 10739 1
066_3_13 CTGAAGCAGTAGAGAACTCTACTTGGAACT 30 34 100 17 0 0 2 18 2316197 2316213 1
066_3_14 CATTTGATGGGAATTTAAGTCAGCTTGGTT 30 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome60 100 30 0 0 1 30 23299 23328 1
066_3_15 TTGAGAGTAGATGACACGATTCAATTCTAT 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome52 100 26 0 0 1 26 25529 25554 1
066_3_16 CCTTAATGCCAATGGTATTTTGAAGATTAA 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome52 100 26 0 0 5 30 3791 3816 1
066_3_17 AATTACAAAAGTCGAGTTGGCTGAAAAAAT 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome52 97 30 1 0 1 30 37869 37898 1
068_1_01 AAGAAGCGGTTAAATGCTTCAACTGAATAG 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome44 93 30 2 0 1 30 12103 12074 1
068_1_02 AATTGCTAAACATCTAAAAGACTTAACGGG 30 34 100 17 0 0 7 23 1464939 1464955 1
068_1_03 GATGAAGATTTGACTGATGATAAAGAGAAA 30 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome52 97 30 1 0 1 30 38326 38355 1
068_1_04 GACATCAGAAAGCAGTTTATAAATATTTTA 30 AJ242479 Streptococcus thermophilus res gene, ORF2 and ORF3 DNA, strain St 10660 100 30 0 0 1 30 3196 3225 1
068_1_05 TTTGAATTTAACAACCTTGATTTTGATATC 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 18677 18706 1
068_1_06 TGATACGGTCAAAGTTTTTCCACTAATAGCG 31 38 100 19 0 0 13 31 1624415 1624397 1
068_1_07 ATGGTTTTCATTTCCTGAACCCCTAAGAGG 30 CP000514 Marinobacter aquaeolei VT8, complete genome 42 100 21 0 0 1 21 1938735 1938755 1
068_1_08 AAGTTATTGAAAAACGCCAACATGATGAGT 30 38 93 27 2 0 4 30 40719 40745 1
068_1_09 ATATAAGTCCTCCTATTAATATCCACAATA 30 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome54 100 27 0 0 1 27 41413 41387 1
068_1_10 TTGCCTCAAGAGATCCTGCTTGTTGCCAAG 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome40 93 28 2 0 3 30 13171 13144 1
068_1_14 TCCCATAGTTTTAATGAGTCGGTTAACTTA 30 34 100 17 0 0 1 17 4432369 4432353 1
068_1_15 GTGTACTAAAAGTGTGCTAAGTTCATAAGG 30 34 100 17 0 0 13 29 2596399 2596415 1
068_1_16 ATATAGTGATTGTATCCAGCTGCGGCGTAG 30 36 92 26 2 0 1 26 17531 17506 1
068_1_17 AAAAGCAAATCGCGAGTATAAAGGATATA 29 34 100 17 0 0 12 28 1056898 1056914 1
068_1_18 TTGTCATAATAATTAAATCCAATAGGACTT 30 AY954970 Staphylococcus phage Twort, complete genome 40 96 24 1 0 6 29 74620 74597 1
068_1_19 TTATGATTGAATGACATGGTTGTATAAGTA 30 36 92 26 2 0 1 26 18771 18746 1
068_1_20 GAAAATTTCTGTTGTGTTCTTAATATTAGC 30 34 100 17 0 0 5 21 3926 3910 1
068_1_21 TTTCTTTAGGAATACCAGGGAGTTCAGCTT 30 DQ437519 Streptococcus thermophilus plasmid p2991 chaperone (hsp) gene, complete cds60 100 30 0 0 1 30 200 171 1
068_1_22 TGGCAGAGATTACACAGCAACGGAAACAGC 30 AM279674 Streptococcus pneumoniae pSpnP1 plasmid 52 97 30 1 0 1 30 483 512 1
068_1_23 GGGTATCATTGTATCTAGTGATGGACCTGA 30 34 100 17 0 0 9 25 2938153 2938137 1
068_1_24 ATTTGAAAAATGCACAACAGCGTTTGATAG 30 38 93 27 2 0 1 27 22328 22354 1
069_1_01 AGAACGTATTCCAAAACCTCTTTACGATTA 30 AY196178 Streptococcus thermophilus bacteriophage kappa3 putative primase (Pri3.1) gene, complete cds42 93 29 2 0 1 29 1124 1096 1
069_1_02 TTAACTGTTATCAAAATGATAAGATAGTCT 30 38 100 19 0 0 1 19 717024 717006 1
069_1_03 CGTTGATGTTTATTCAAGTAAAATAATTAA 30 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome52 97 30 1 0 1 30 41197 41226 1
069_1_04 TCCTTTCACGGGTAGCACACTAACATACAC 30 32 100 16 0 0 2 17 206623 206638 1
069_1_05 GTTGGCAATGCAAACAACCTTTATGAACCG 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome60 100 30 0 0 1 30 24121 24150 1
069_1_06 TTTATTTCCTTGCGATAACGTTCCACCTTT 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome52 97 30 1 0 1 30 19866 19837 1
069_1_07 AGATTATAAGGAACACAACCAACTATATAG 30 36 100 18 0 0 1 18 111205 111188 1
069_1_08 ACGACATCAAGCTGATTGTCTTCTACATAA 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome52 97 30 1 0 1 30 2566 2537 1
069_1_09 TTTGGAATACTGAATGTTTTACTGAAAATC 30 34 100 17 0 0 4 20 885171 885155 1
069_1_10 ACACCACTATCTTTTCCTCCTGAAAATGAA 30 36 92 26 2 0 1 26 382316 382291 1
069_1_11 GTAATTCCACGAAATTATCAACCTTATGCA 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome44 93 30 2 0 1 30 32563 32534 1
069_1_12 TTGGAGGATTGCCCCATATTCCCAAGAGT 29 36 100 18 0 0 12 29 408250 408233 1
069_1_13 GAGAGGCGTTAAATATAGAAATGCAAGATT 30 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome44 93 30 2 0 1 30 10337 10366 1
069_1_14 TTTTAACGTCATCAGTCCACCGCCTTAAAT 30 32 100 16 0 0 8 23 6464561 6464546 1
069_1_15 CACCTCTTTCGATGGAAAGGTATCCTTCTA 30 CP000753 Shewanella baltica OS185, complete genome 44 100 22 0 0 5 26 3859167 3859146 1
069_1_16 GACCAAAGTTTGATTATAGAGCTATACACC 30 AJ242479 Streptococcus thermophilus res gene, ORF2 and ORF3 DNA, strain St 10652 97 30 1 0 1 30 1749 1778 1
069_1_17 ACCATCATTCTTACCATTACAACTGTAATG 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome46 100 23 0 0 8 30 20028 20006 1
069_1_18 ATACGAATTCGGTTCGCACAATTACAATTC 30 32 100 16 0 0 5 20 4378255 4378270 1
069_1_19 TATCAACGCAATCATTACAACAACTTCAAACA 32 36 100 18 0 0 14 31 964875 964858 1
069_1_20 ATCTACGTGTCAATACATATCACAAAACAG 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome60 100 30 0 0 1 30 22031 22060 1
069_1_21 ATTTTTAGAAATTTCTGATATAATAATGA 29 CP000728 Clostridium botulinum F str. Langeland, complete genome42 96 25 1 0 1 25 2053829 2053853 1
069_1_22 TTGTTGGAACAAGGACGACTTGGTAAACTA 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome52 97 30 1 0 1 30 26715 26744 1
069_1_23 CATATTAAGCTGACTGGGCCTAATGCTTTT 30 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome46 96 27 1 0 4 30 33559 33585 1
069_1_24 TTCATAGCATACCGTAGTTGTAAAATCTAT 30 AY250830 Streptococcus thermophilus plasmid pND103, complete sequence44 93 30 2 0 1 30 2882 2853 1
069_1_25 AACATTTAGGGAATGAAATTGATAAGACTG 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome60 100 30 0 0 1 30 9108 9137 1
069_1_26 AACATGAGAAACTGTAGAAAACAAGCAATA 30 34 100 17 0 0 5 21 1151794 1151778 1
069_1_27 TGGTGAAGATGGCAGTCATAAATGGCACATT 31 38 93 27 2 0 1 27 2342 2368 1
069_1_28 AAGGGTTGAAAAATGTTGGTATATCAAACG 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome52 97 30 1 0 1 30 13775 13804 1
069_1_29 TTCTGGTAGTGGATTTAGTCAAACAGATGT 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome60 100 30 0 0 1 30 21396 21425 1
069_1_30 TCCATAGAGCGTCTTAAACAAAGAATAGTC 30 CP000419 Streptococcus thermophilus LMD-9, complete genome 60 100 30 0 0 1 30 745893 745864 1
069_1_43 CATATATATATATATATTTATTTTAAATAT 30 AJ242475 Streptococcus thermophilus repA gene for replication protein, strain J3450 97 29 1 0 2 30 605 633 1
072_1_01 ATCAGGGACGTTTTCCCTAATCCAGCCTTA 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome60 100 30 0 0 1 30 30585 30556 1
073_1_01 TCTATATATATATATTTATTTATATATATA 30 D90263 Human papillomavirus type 21 E6 gene, complete cds 56 100 28 0 0 3 30 415 388 1
073_1_02 TAATCATTCTTACATAAAATCTTAACTTCC 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome60 100 30 0 0 1 30 28950 28921 1
074_1_01 TGGCAAGAAGTGTAAGAGATGCAATGGATA 30 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome52 97 30 1 0 1 30 9809 9838 1
074_1_02 TTTATTATCATTATTCTTCTTCCCAAGCGT 30 38 100 19 0 0 2 20 1705739 1705757 1
074_1_03 TTTTATAGAATTTGGTGGTGAACTTTTTCA 30 36 100 18 0 0 3 20 30808 30825 1
074_1_04 AATGGGTCACAGATTGCCATAATAAGGAGG 30 34 100 17 0 0 9 25 1387176 1387160 1
074_1_05 CCGAGGTCACTTTAGAACCCACAAAATAAG 30 AF115102 Streptococcus thermophilus bacteriophage Sfi19, complete genome48 96 28 1 0 3 30 11935 11908 1
074_1_06 ATGAGAGAACACAGTATAGACCCTGATACA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 18349 18378 1
074_1_07 CAGTATTAATGAGGTTTGGGTGGTCATTCC 30 34 100 17 0 0 6 22 5377605 5377589 1
074_1_09 ACCTCATACATGGGGAAAACTTGTAAGTA 29 34 95 21 1 0 6 26 1175 1155 1
074_1_10 TATTTCACGAATTTCTACACTTTTCAACCT 30 36 100 18 0 0 1 18 2158337 2158354 1
074_1_11 CTGAAACCTTGTTTTGAAGCGCTTGGAAGT 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome48 96 28 1 0 1 28 18661 18634 1
074_1_12 GTCAATTGATACTGCAATCTCTTTAACATT 30 34 100 17 0 0 3 19 3272 3288 1
074_1_13 ACTTCAATATGGTCAACATCTTGATCACCGA 31 36 95 22 1 0 2 23 299446 299467 1
074_1_14 TAATATGTCGCTCTACTGATTCCAAAACGG 30 36 100 18 0 0 11 28 7430 7413 1
074_1_15 ATGAATTACATTCATGATTTTATCGAGTTT 30 34 100 17 0 0 11 27 541595 541611 1
074_1_16 CGTGCCATTGTTTCGGTCGGACGTGGGCA 29 32 95 20 1 0 1 20 1469 1488 1
075_1_01 TAAACTCGACAAAAGCACTACATGAATATT 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome56 100 28 0 0 1 28 31161 31134 1
075_1_02 ATTTTTTAAGGAAAGGAGGAAAATAATATA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome44 93 30 2 0 1 30 19678 19707 1
075_1_03 CGTTCAAAACAGCGAAAACTTAACCCTAAC 30 34 100 17 0 0 13 29 178 194 1
075_1_04 CATTAAGTCGCTTGAGGCAGACATTGAAGC 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 27106 27135 1
075_1_05 CCAAACTCAAATTGTCTATAATAATAACCG 30 38 100 19 0 0 9 27 231890 231908 1
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075_1_06 TATCTCTATTTCAGGTGGTTTAAAACATTC 30 AF153414 Lactococcus lactis plasmid pCIS3, complete sequence 60 100 30 0 0 1 30 3058 3087 1
075_1_07 AAACGAAGATGGAAGCGTTGATGTTTATTC 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome48 100 24 0 0 5 28 29051 29074 1
075_1_08 GATTGCATTTGCCAGTATTTCTTTTGATTA 30 34 95 21 1 0 3 23 387399 387379 1
075_1_09 TGAAGACAACGGAAACAATCAACCTATTA 29 36 100 18 0 0 12 29 1058742 1058725 1
075_1_10 ACTTCTTTTTTAATGTCATCTAAGACAATA 30 X64346 Saimiriine herpesvirus 2 complete genome 42 100 21 0 0 3 23 91557 91537 1
075_1_11 GCCAATGATGTTCAATTCGTTAATGGAATT 30 36 100 18 0 0 12 29 125816 125799 1
075_1_12 TCAACATGGGATATTTCGTTGGTCAGGATG 30 36 100 18 0 0 8 25 391103 391120 1
075_1_13 TATGGCTCTCTTGTTGGAATAAAGATGATT 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome56 100 28 0 0 3 30 35035 35062 1
075_1_14 ATAACATAGCAGTCTATTTCTTTGCTGATG 30 36 100 18 0 0 12 29 389470 389453 1
075_1_15 GTTACCACGCGCCCTACTGTATTAGTGGAG 30 AJ242479 Streptococcus thermophilus res gene, ORF2 and ORF3 DNA, strain St 10660 100 30 0 0 1 30 2356 2385 1
075_1_16 TACATACCCAAGGTTGTAAGTCGTTAAATT 30 34 92 25 2 0 2 26 4085 4061 1
075_1_17 TGTAAGTAGTCAATATTCACTTCTGATAAC 30 34 100 17 0 0 7 23 4219426 4219442 1
075_1_18 TTAGCGGTGATTGGAATAGAATAAGCGAAT 30 36 100 18 0 0 6 23 2203700 2203683 1
075_1_19 CTTCTACAGCAGTTTAAGACACATTATCAT 30 AF115102 Streptococcus thermophilus bacteriophage Sfi19, complete genome54 100 27 0 0 1 27 9300 9326 1
075_1_20 CGTATCGAAAACGGCGATAATCCAACAGT 29 34 100 17 0 0 4 20 198050 198034 1
075_1_21 CAATACCTTTTTTTAATTCATCTTGATAAGT 31 CP000439 Francisella tularensis subsp. novicida U112, complete genome40 100 20 0 0 4 23 496930 496911 1
075_1_22 TTAAGAACAATATCATCAATACGACTTTCA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome44 93 30 2 0 1 30 27485 27514 1
075_1_23 CATCTATCAAATTCAAATTCGGATAAACTA 30 CP000425 Lactococcus lactis subsp. cremoris SK11, complete genome44 96 26 1 0 3 28 1669005 1669030 1
075_1_24 TCCTTGCCATCTGCACTGTAAGCCCAAGCA 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome52 100 26 0 0 1 26 20678 20653 1
076_1_05 GACTTATCTTGGAAGGTAGTGAAGGCACTT 30 34 100 17 0 0 2 18 238763 238779 1
076_1_07 TAGTACGCATAATCAATTCATCAAGCTTGA 30 36 100 18 0 0 6 23 1634933 1634950 1
076_1_08 GTAGTGACCCAAAATTCTATGACCTTGAAA 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome52 97 30 1 0 1 30 5763 5792 1
076_1_09 AGATTGTGGTGCTTACGGAAAATTCCTTGT 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome44 93 30 2 0 1 30 32610 32639 1
076_1_16 CCATACTCTCTATCAGTTCATTTAATTCTTC 31 36 100 18 0 0 9 26 89581 89598 1
076_1_17 TGAGAGTGTCTGATGGATTTATTGGTAACC 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome56 100 28 0 0 1 28 18834 18861 1
077_1_01 GAGCTACCAGCTACCCCGTATGTCAGAGAG 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome52 97 30 1 0 1 30 4984 5013 1
077_1_02 CGTTCCTTTTTTCAAGGTAATCTTTGAAAG 30 38 100 19 0 0 3 21 1385117 1385135 1
077_1_03 AAGTCCGTAAGCACCAGTTCCAATCGTCAT 30 38 100 19 0 0 1 19 922 904 1
077_1_04 TTGAATACCAATGCCAGCTTCTTTTAAGGC 30 36 100 18 0 0 10 27 1943380 1943397 1
077_1_05 AACCTCATACATGGGGAAAATTGGTAAGTA 30 34 95 21 1 0 7 27 1175 1155 1
077_1_06 TAACTTCATTAGTGTAGTTGTAATTAGCAT 30 34 100 17 0 0 13 29 314810 314826 1
077_1_07 TTAGCTACCCAAATATCTTCTGTTTTCCAA 30 34 95 21 1 0 6 26 176369 176349 1
077_1_08 GAGTTTTCAATATTGGCACAGGAGACAATT 30 36 92 26 2 0 3 28 4008 3983 1
077_1_09 TGATACTATTTTAGTCAGATATGAAATATC 30 34 100 17 0 0 14 30 13201 13217 1
077_1_10 TCATCAATGTTTAAAGCCCAACAATACATGA 31 38 100 19 0 0 13 31 1330501 1330483 1
077_1_11 TAGATTTAATCAGTAATGAGTTAGGCATAA 30 34 100 17 0 0 7 23 929 913 1
077_1_12 AGGAAAATAGCATGAGCGTACAACAATCTA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome52 97 30 1 0 1 30 34226 34255 1
077_1_13 TGTCTATCACGCTTCCTAAGTGCATGAAAA 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome60 100 30 0 0 1 30 25511 25482 1
077_1_14 ATGTCACCAATCACTAAAGAACCTACGCTG 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome44 93 30 2 0 1 30 39014 38985 1
077_1_15 AACATCTTCCTCTCCGATTGCAAATAGTGC 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome52 100 26 0 0 1 26 4120 4095 1
077_1_16 CATATTTGGTGCCCGTTCGATAAAGAGTA 29 36 100 18 0 0 4 21 329 346 1
077_1_17 CATTAAATCGCTTGAAGCAGACATTGAAGC 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome44 93 30 2 0 1 30 27106 27135 1
077_1_26 AATGGGTCACAGATTGCCATAATAAGGAG 29 34 100 17 0 0 9 25 1387176 1387160 1
077_2_02 TTTGAATAGTCTTTGAATCGCATTTGAACCATATA 35 36 100 18 0 0 6 23 768825 768808 1
077_2_03 AGGTTTTTTGCCATAGATTTTCCAAGACCTTCCCAACT 38 36 95 22 1 0 1 22 1351817 1351838 1
078_1_01 CTTTCTAAGTTGAATTAAATTCAAGTTTTG 30 AF020798 Streptococcus thermophilus bacteriophage lysogeny module, integrase homolog (int), putative host cell surface-exposed lipoprotein, putative metallo-proteinase, repressor, Cro-like regulatory protein, and P1-antirepressor homolog genes, complete cds60 100 30 0 0 1 30 5606 5577 1
078_1_02 TCGCTACTATGGTTAACGATGAGGAACTCT 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome46 100 23 0 0 8 30 20830 20852 1
078_1_03 AGCAACTTTAAAACTAAAAGAGCTACTTGA 30 AF115102 Streptococcus thermophilus bacteriophage Sfi19, complete genome60 100 30 0 0 1 30 8318 8347 1
078_1_04 AAAACCCTACACAGTGTGTGAGATGTGTCA 30 32 100 16 0 0 13 28 656 671 1
080_1_01 AAAAGCCTATGTTTGCCCACTTTGTGGAAG 30 AJ242475 Streptococcus thermophilus repA gene for replication protein, strain J3460 100 30 0 0 1 30 2257 2228 1
080_1_02 TGTCACTTTCTCTTTCTGGGTTGTGCCAAT 30 34 100 17 0 0 8 24 1737565 1737549 1
080_1_03 CATACTTTTCCATCTGTTTGTTGTTTGAAAA 31 36 100 18 0 0 2 19 20227 20210 1
080_1_04 TGAGAGTGTCTGATGGATTTATTGGCAGCC 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome50 100 25 0 0 1 25 18834 18858 1
080_1_05 GGGGTTATTTTCCATTTTACCGTCTATCTA 30 36 90 30 3 0 1 30 1546 1575 1
080_1_06 TATCACGCCCATTTTCATTTCGCCATCTGT 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome52 97 30 1 0 1 30 2966 2937 1
080_1_07 AACATTTTAATATAATTTCTAAATCTATTG 30 CP000728 Clostridium botulinum F str. Langeland, complete genome42 100 21 0 0 8 28 1525168 1525188 1
080_1_08 TACAAAATTCCTTCAAACGCTATTTATTGA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome54 100 27 0 0 1 27 13430 13456 1
080_1_09 AGAGTTTGAAAATTATTTTTCAGTTTCTA 29 38 100 19 0 0 3 21 360185 360203 1
080_1_10 TTCCTCATCTTTCTCCGCTTTTGCTAGCTT 30 AJ242479 Streptococcus thermophilus res gene, ORF2 and ORF3 DNA, strain St 10660 100 30 0 0 1 30 3324 3295 1
080_1_11 TTGAGCGTTCTAGTGTGTGGCTTGTAATGAA 31 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome62 100 31 0 0 1 31 6688 6658 1
080_1_12 TGAAAGAAATACAATACAACGATAATGACC 30 36 100 18 0 0 13 30 2504008 2504025 1
080_1_13 CTAGTTTTAAGAGATAGCTCTCTAAGTAGG 30 38 96 23 1 0 1 23 2014 1992 1
080_1_14 AAATTCGACATAAGCACTACAGTTATATT 29 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome42 100 21 0 0 1 21 18613 18593 1
080_1_15 CTATTTTCGAGAGAACGTCAGTCATTTTAA 30 32 95 20 1 0 5 24 2090186 2090167 1
080_1_16 GTGCTAACTATATCAGTCGCATCAATAACA 30 36 100 18 0 0 11 28 735733 735716 1
081_1_01 AAACTCGACAAAAGCACTACATGAATATT 29 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome54 100 27 0 0 1 27 31160 31134 1
081_1_02 TAATTCTTTCAGGTATGAAACTAGAAACAC 30 34 100 17 0 0 1 17 815377 815393 1
081_1_03 AAATCAATTACAACCCAAAAATGTGGGTTC 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome44 93 30 2 0 1 30 36562 36591 1
081_1_04 CATTATCTAAATCGAACCATGCAAAAAGTT 30 38 93 27 2 0 1 27 12216 12190 1
081_1_06 TATTTTCCTTCCTTTTCGTCTAGTGGTTTG 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome48 96 28 1 0 1 28 34234 34207 1
081_1_07 TACCTGTGTCTGTGATGTTGACTTCGTCAC 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome48 96 28 1 0 3 30 25862 25835 1
081_1_08 TATCTTTATGCTTAGAATTCAAGAATATAT 30 34 100 17 0 0 13 29 249615 249599 1
081_1_09 GAATGGTTCGAAAGGACCTTTTAAACCTGA 30 AF348738 Streptococcus thermophilus bacteriophage DT4 host specificity protein gene, complete cds52 100 26 0 0 5 30 2119 2144 1
081_1_10 TTGAATACCGACACCCGCTTCTTTTAAGGC 30 36 100 18 0 0 13 30 738202 738219 1
081_1_11 TTGCGAGATGAACGACATGGAGGTTATTAG 30 34 100 17 0 0 8 24 1306 1322 1
081_1_12 CATTCGGCTTCGCTCATGGGTGTTAAGGGT 30 38 100 19 0 0 8 26 5176 5158 1
081_1_13 TGGATAGACTCTGACATACATATAGAAT 28 32 92 24 2 0 5 28 128666 128643 1
081_1_14 TGTCAAATAACCCGTTGCTACTCATGAGCA 30 38 93 27 2 0 1 27 38310 38284 1
081_1_15 CAGGAATCTCATTGAACCAACTTCAAGGC 29 AF348744 Streptococcus thermophilus bacteriophage DT1.1 host specificity protein gene, complete cds44 97 30 0 1 1 29 795 766 1
082_1_01 TTCTGTAGCCACTCCGTGGATGCCTTCAGC 30 AF348736 Streptococcus thermophilus bacteriophage MD2 putative tape measure protein, phage structural protein, and receptor binding protein genes, complete cds40 96 24 1 0 5 28 8735 8758 1
082_1_02 TTCTTTAGTTCGGACACCCTCAACACCTAT 30 34 100 17 0 0 13 29 813 797 1
082_1_03 GCTTTGATTGGACGGAAAATGGTATCCCTG 30 36 100 18 0 0 3 20 2537393 2537376 1
082_1_06 TTAGACCAGATGGACAGATATTCTTCATCG 30 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome60 100 30 0 0 1 30 9695 9724 1
082_1_07 TCATCAGAGCAACAATCACGGGAAAGACCT 30 AJ242479 Streptococcus thermophilus res gene, ORF2 and ORF3 DNA, strain St 10652 97 30 1 0 1 30 3851 3880 1
082_1_08 ACACTCACCTTATTCCTGTAGTTCAAAACA 30 32 100 16 0 0 13 28 1250276 1250291 1
082_1_09 TACCTTAACATTTTCGATATTTTTCAAATT 30 CP000716 Thermosipho melanesiensis BI429, complete genome 42 100 21 0 0 4 24 57676 57656 1
082_1_10 TTTGACTGCTTTTTTATCTGAATTGTAATT 30 38 100 19 0 0 9 27 4696637 4696655 1
082_1_11 CAGTAACCTAAAGCTCTATCAAGCCTATTT 30 S67974 RepS=replication protein [Streptococcus thermophilus=pST1, No. 29, Plasmid, 2773 nt]56 100 28 0 0 3 30 1252 1279 1
082_1_12 CGTCAAGCTGACAGACCTTGACAACAAATC 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 144 173 1
082_1_13 AGGCATAAATAACATTGATAACCCTAACA 29 AY312234 Streptococcus thermophilus plasmid pSMQ308, complete sequence42 93 29 2 0 1 29 7325 7353 1
082_1_14 GCCAACGAGGTCAAATATGTCAACGGCATT 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome40 100 20 0 0 1 20 34756 34775 1
082_1_15 GAAATAGGAACTTCAAAGGTAATTTCTTTA 30 38 100 19 0 0 12 30 881590 881608 1
082_1_17 ATTTAGAGCAAGGAAAGCAGTACATCATTA 30 36 100 18 0 0 6 23 3567701 3567684 1
082_1_18 CTGTAATCATTTTTAAATCAGGATTATCAA 30 38 100 19 0 0 10 28 606988 606970 1
082_1_19 TTAAATGTATCCTAGTATTTTTGTACTATA 30 38 100 19 0 0 12 30 1546843 1546825 1
082_1_20 CCATCAGCCAACTGTATCGGCTACTTTCTA 30 32 100 16 0 0 4 19 3148711 3148696 1
082_1_21 ATGCTCTTGGCGACTATCTCATGGAGCGTG 30 38 100 19 0 0 3 21 31566 31584 1
082_1_22 AGGAAAAAACCCAAACAACCCAAAATGTTA 30 36 100 18 0 0 7 24 2853786 2853769 1
082_1_26 TCTAATTCTGTCACCACGACTATATCGCCA 30 AJ242479 Streptococcus thermophilus res gene, ORF2 and ORF3 DNA, strain St 10660 100 30 0 0 1 30 1048 1019 1
084_1_01 TTATTTGATAGGAATGTCAGTAATTTTTGA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome48 96 28 1 0 3 30 24366 24393 1
084_1_02 AACATTTCAGCGCTTACTTATCAATCTAAT 30 36 92 26 2 0 2 27 1771048 1771073 1
084_1_03 TGGCAGCAGTGAATTCGATGCCGAGCAAT 29 38 100 19 0 0 10 28 4308060 4308042 1
084_1_04 CCAAGGAATACCAGGTCCTAAAGGTGCCGA 30 38 93 27 2 0 1 27 1659 1685 1
084_1_05 CTAAATGAACTACAACAACAGCTTGATGA 29 38 100 19 0 0 11 29 504530 504512 1
085_1_25 GTATTAGTAGGCATACGATTATGGAAGTA 29 DQ295022 Streptococcus thermophilus plasmid pSMQ-316, complete sequence44 96 26 1 0 3 28 1705 1730 1
086_1_01 TTTTAATTGATCTAGACACCCTATGAAATA 30 AJ242479 Streptococcus thermophilus res gene, ORF2 and ORF3 DNA, strain St 10646 96 27 1 0 4 30 716 690 1
086_1_02 ACAGAGGAGAGAAACCATGGCTATTTTAGA 30 AJ242479 Streptococcus thermophilus res gene, ORF2 and ORF3 DNA, strain St 10652 100 26 0 0 1 26 2201 2226 1
088_1_01 AATCAAAAATTGACAAACTAAAAGCAGCAC 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome56 100 28 0 0 1 28 27183 27210 1
088_1_02 CTCTATATAGGATACCGTTTTTAGTACCAA 30 32 100 16 0 0 4 19 532 517 1
088_1_03 TTACTGATACTGTGGCTATGACTAAAGCAT 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome52 97 30 1 0 1 30 30257 30286 1
088_1_04 GCTAACTTCTCATAGTGTCTTATAACATCA 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome52 100 26 0 0 1 26 28731 28706 1
088_1_05 TCCCCATATAAAATAGCGAACTTACTGCGC 30 38 100 19 0 0 6 24 1382172 1382190 1
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088_1_06 TCTCTATCTTTGTGGATTGCTCTCCAACGT 30 34 100 17 0 0 5 21 701871 701887 1
088_1_07 CAGCTTACATTGAATCAGCTCGACAGTACG 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome60 100 30 0 0 1 30 6293 6322 1
088_1_08 TCCTACCACTCATTTGAAACATGATATCAT 30 34 100 17 0 0 6 22 583409 583425 1
088_1_09 CTTTCCTTATTAAGCCCTATATCACCTTTA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 9670 9641 1
088_1_10 CGATTCTTAAATCAAGTGGCAAGCGTATTG 30 AF115102 Streptococcus thermophilus bacteriophage Sfi19, complete genome52 97 30 1 0 1 30 5513 5542 1
088_1_11 GATGAAATAGCCCCTACGATATATAGACCC 30 DQ295022 Streptococcus thermophilus plasmid pSMQ-316, complete sequence60 100 30 0 0 1 30 1592 1563 1
088_1_23 AGAAGTTGCTTTTTGAACATGTCATAGTAA 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome60 100 30 0 0 1 30 23603 23574 1
088_1_24 CAGCGGAACTAGCTAAAATCACAAGTGCTG 30 36 100 18 0 0 13 30 151741 151724 1
088_1_25 AGCTTTGAATATTATCACGCTGTTACCAAA 30 34 100 17 0 0 7 23 225801 225785 1
088_1_26 TCGTCCCTATGATTTTACCGATGAAAGTAC 30 AJ239049 Streptococcus thermophilus partial repA gene, ORF1 to ORF8 and partial ORF9 DNA52 100 26 0 0 1 26 4573 4598 1
088_1_27 CAAACCATACGCACCCGTTCCGATTGTCAT 30 34 100 17 0 0 3 19 3004644 3004660 1
088_1_28 ATTGTACTAAAACGATCTGTATAGTCTCGG 30 36 90 30 3 0 1 30 37751 37722 1
088_1_29 AACGTTTAGAGTTTAGTAAGGCAACTTATT 30 34 100 17 0 0 14 30 1197113 1197129 1
088_1_30 TTTTCAATTATAGATAAACCATAACTGACT 30 36 100 18 0 0 1 18 776559 776576 1
088_1_31 TAAATTCGACATAAGCACTACATTTATATT 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome52 97 30 1 0 1 30 18614 18585 1
088_1_33 TGGTAACTCTTTAGGTAAAATCTCAGCTTG 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome44 96 26 1 0 5 30 15024 14999 1
088_1_34 ATGATTTAGTTGAGTTTTCTGGGAAAATCT 30 CP000393 Trichodesmium erythraeum IMS101, complete genome 42 100 21 0 0 1 21 3503898 3503878 1
088_1_35 TCAAGATAAAACTACCTTAAAAGGTGTTGA 30 38 100 19 0 0 4 22 3736 3718 1
088_1_36 AAATGTAAGATATTTCCAAACCCTCTGCTC 30 AJ242479 Streptococcus thermophilus res gene, ORF2 and ORF3 DNA, strain St 10660 100 30 0 0 1 30 2260 2231 1
088_1_37 AGTTGAACGAAAAAGGTTTGCTTGATATAG 30 36 100 18 0 0 2 19 711770 711753 1
088_1_38 AAATTTTGATGGTATTAAACTTAACAAGTT 30 AJ239049 Streptococcus thermophilus partial repA gene, ORF1 to ORF8 and partial ORF9 DNA60 100 30 0 0 1 30 2066 2037 1
088_1_39 TTGAATTAGTTTTAATGAACAAAGCTATAC 30 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome60 100 30 0 0 1 30 42508 42537 1
088_1_40 AAGTAGTACCGTCTGGATGGATTAAGAAGC 30 36 100 18 0 0 1 18 2616976 2616993 1
088_1_41 GGTATTCTTCCCAGTGTTTTCTTTGGGTAT 30 38 100 19 0 0 2 20 1045 1063 1
088_1_42 AATGTGCTTAACATTTCTGATTGCGCGTTC 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome46 100 23 0 0 1 23 7437 7415 1
088_1_43 TGCTTTCGTCTAAGGTTGAGTTCGCAATGC 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome52 97 30 1 0 1 30 10092 10063 1
088_3_01 TGTAACAGCAGTACACGGTGACACTTACGA 30 AF348736 Streptococcus thermophilus bacteriophage MD2 putative tape measure protein, phage structural protein, and receptor binding protein genes, complete cds60 100 30 0 0 1 30 3966 3995 1
088_3_02 ACCAGCTTTGCTTGTAGACTCTTGGGAATA 30 32 100 16 0 0 1 16 1090 1075 1
088_3_03 ATTAAAAGATAAGAGAGAGCAACGATAAAA 30 BA000016 Clostridium perfringens str. 13 DNA, complete genome 40 100 20 0 0 4 23 1312661 1312680 1
088_3_04 ATAGATACTGTAAGGTCGTCTAATGGCTCA 30 36 95 22 1 0 1 22 1735036 1735015 1
088_3_05 TGTAATTAAGAAGAAACAGAAAGCAAAACT 30 AP009179 Sulfurovum sp. NBC37-1 genomic DNA, complete genome40 100 20 0 0 8 27 457898 457879 1
088_3_06 AGATACATATAGCAGACATACACATAATGAT 31 36 95 22 1 0 1 22 111805 111784 1
088_3_07 TTGTATCGGGTACTATCACTTTGCTCGGTT 30 38 100 19 0 0 2 20 2279284 2279266 1
088_3_08 TAGAGGTAATGATGGAATTGCAGGTAAGGA 30 38 96 23 1 0 5 27 29776 29798 1
088_3_09 TGAATCTTCTAACTTTTACTCAGTCGTTAC 30 36 90 30 3 0 1 30 867 896 1
088_3_10 CGAACGTGTGATGAATGCTACGCTACGTTT 30 AF442520 Streptococcus thermophilus bacteriophage k3 putative helicase (hel3.1) gene, complete cds54 100 27 0 0 4 30 1103 1129 1
088_3_11 GAGCAAAAGGGGGGGTATTCGGTAAGGTTT 30 AJ242475 Streptococcus thermophilus repA gene for replication protein, strain J3448 100 24 0 0 5 28 2634 2611 1
088_3_12 CGAGTTTTCTCTGATTATTTTCCTGTATCA 30 36 100 18 0 0 11 28 217 200 1
088_3_13 TTACACATTTTCAGCTTATGTTAAAAATTC 30 AF323669 Bacteriophage bIL286, complete genome 50 100 25 0 0 1 25 35984 36008 1
088_3_14 GAACAAGAAACTTATGAAGTCGAAAACCGA 30 36 100 18 0 0 2 19 1583354 1583337 1
088_3_15 CAACCCAGACATGAATGTCATTAGATATGT 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome42 100 21 0 0 2 22 21347 21367 1
089_1_01 TTTTTTAAAATCCGTCATGCTATACTATAT 30 DQ417610 Streptococcus thermophilus plasmid pt39 ctRNA region, complete sequence; and replicative protein (rep) gene, partial cds60 100 30 0 0 1 30 251 222 1
089_1_02 AATTCAAACTTTCTCCAATAATACCCTCCA 30 36 100 18 0 0 8 25 2417782 2417799 1
089_1_03 CATGCTTTCAGTTAATAAGACGTGGGACTA 30 36 90 30 3 0 1 30 25018 24989 1
089_1_04 TGGAAGGGGTGTCTAGTGAAGAAATTGTCG 30 AJ239049 Streptococcus thermophilus partial repA gene, ORF1 to ORF8 and partial ORF9 DNA60 100 30 0 0 1 30 4847 4876 1
089_1_05 CTCGAAGCGCTTCATTGCCCTATTCCTTTC 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome46 100 23 0 0 8 30 9013 8991 1
089_1_06 ATGTCTAAGGTATCCACTCGTGAAATCAT 29 36 100 18 0 0 9 26 1855869 1855852 1
089_1_07 ATATTAATGGAAATTTCATTCAAACGCAGT 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 31597 31626 1
089_1_08 TAGAGAGTTTATATCCTGATGGAATCGATG 30 36 100 18 0 0 13 30 1684364 1684381 1
089_1_09 TGGCGAATTAGAGAGCCAATGGCAAGCAAG 30 32 100 16 0 0 15 30 1248870 1248855 1
089_1_10 AGAAGACCAATAAACTTGAGAAAAAGCAAG 30 36 95 22 1 0 9 30 891884 891863 1
089_1_11 AAATGGTCGTTTAATTGTTAATGTCAAAGC 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome60 100 30 0 0 1 30 23786 23815 1
089_1_12 CAATTGATTCTAAAATGCTTGGTACACGTA 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome60 100 30 0 0 1 30 7239 7268 1
089_1_13 TCTTCGTGTTATCACAGCTTCTACACGTTG 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome44 93 30 2 0 1 30 34590 34561 1
089_1_14 GAAATCTCATTGAAACCAACTTCAAGACCA 30 AF348744 Streptococcus thermophilus bacteriophage DT1.1 host specificity protein gene, complete cds48 100 24 0 0 3 26 791 768 1
089_1_15 CAAGGCAACTCAACCAACCAAATTGACC 28 CP000421 Streptococcus thermophilus LMD-9 plasmid 2, complete sequence48 96 28 1 0 1 28 1280 1253 1
089_1_16 CTAAAATCGTAAATGGTAAGTTGCACGATG 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome52 97 30 1 0 1 30 14752 14781 1
091_1_15 TGCTTGGTAGTTGATGCACTGCATTAGTAA 30 38 93 27 2 0 4 30 15642 15616 1
091_1_16 AATGTACCGGAATAGCGTTACATTGCACAT 30 AF442521 Streptococcus thermophilus bacteriophage k3 putative primase (pri3.1) and hypothetical protein (unk3.1) genes, partial cds60 100 30 0 0 1 30 634 605 1
091_1_17 TTCATAAATTCTCACTTTTCCTTGCTATTC 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome60 100 30 0 0 1 30 26836 26865 1
091_1_18 TGTCGAAAAAATTACCTAGTCACGACAGAC 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome52 97 30 1 0 1 30 140 111 1
091_1_19 CAACAATTACTTATGCATTAGGAACATCTG 30 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome42 96 25 1 0 6 30 34315 34339 1
091_1_20 AATTCGTGAAAAACAATAAAAACAAAAAAA 30 EF507512 Borrelia lonestari clone pBLS1108 putative NhaC gene, partial cds44 100 22 0 0 9 30 536 515 1
091_1_21 TAACATTTCTGTCCATTTCTTCCTTGATGC 30 36 100 18 0 0 10 27 34444 34461 1
092_1_01 CGAATGTACCTGAGGGTAATTACCTATGGA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome52 100 26 0 0 5 30 29394 29419 1
092_1_02 TTGACCGATATAGATACCAACTTCATCACG 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome60 100 30 0 0 1 30 14390 14361 1
092_1_03 CCAAGAAAGTTATATTCACAACCTAAACCG 30 36 92 26 2 0 4 29 16057 16032 1
092_1_04 AAGTGAAGTAACTCTTATAATAGCAAACCG 30 32 100 16 0 0 13 28 2872 2887 1
092_1_05 CAATCGTCAAGGAACTTTTAAAAGGTGCT 29 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome58 100 29 0 0 1 29 27647 27675 1
092_1_06 TTTTGAATAAAACTCTCACAATGTTCTTAT 30 36 100 18 0 0 5 22 1397979 1397996 1
092_1_07 ATTCATCAATCAATAATTCAACGTCAGTTT 30 AJ239049 Streptococcus thermophilus partial repA gene, ORF1 to ORF8 and partial ORF9 DNA60 100 30 0 0 1 30 2211 2182 1
092_1_10 TTCTAACTGTAATTGATACAATCCACCATT 30 38 100 19 0 0 11 29 1786916 1786898 1
092_1_13 TTTACTTTCTCCTTTCACTGTTTTCGGACT 30 CP000733 Coxiella burnetii Dugway 7E9-12, complete genome 40 96 24 1 0 1 24 177803 177780 1
092_1_14 TGATTCTAGCCATCATCGATTTGACGTAAG 30 36 90 30 3 0 1 30 12411 12382 1
092_3_01 TAGAGGTAATGACGGTATTGCAGGTAAAGA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome40 96 24 1 0 7 30 29055 29078 1
092_3_02 TCTGTTGTTAAAAGAGAAATACAAATAGGT 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome52 100 26 0 0 1 26 19960 19985 1
092_3_03 GGGTAGCATCATTTACTTTCACTACTAGAA 30 AY312234 Streptococcus thermophilus plasmid pSMQ308, complete sequence44 93 30 2 0 1 30 7495 7524 1
092_3_04 CCAAACGGAACTCTTTACATTGATAATGCT 30 AF348736 Streptococcus thermophilus bacteriophage MD2 putative tape measure protein, phage structural protein, and receptor binding protein genes, complete cds52 97 30 1 0 1 30 5733 5762 1
092_3_05 ATAAGTCTATCGCTGGCAGACCGATATTTT 30 34 100 17 0 0 7 23 4590823 4590839 1
092_3_06 CCATTGACTGAAAACGACATTCGAAGGGTG 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome44 96 26 1 0 5 30 30005 30030 1
092_3_07 TTTAGCTTCCTTGAAAAACGCTACGATTTT 30 AF115102 Streptococcus thermophilus bacteriophage Sfi19, complete genome40 96 24 1 0 7 30 11687 11664 1
092_3_08 TAATCCTGACAGGAACGTCATAAGATATGT 30 32 100 16 0 0 8 23 1027251 1027236 1
092_3_09 AGATGTGACAGCTAACTTCTCAACTACCAT 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome40 100 20 0 0 8 27 9755 9774 1
092_3_10 TAATGGTAATGACGGATTACCAGGCAAGGA 30 36 100 18 0 0 1 18 23804 23821 1
092_3_11 ATATCGGGAACGTGGAGCTCTTGATGTTCT 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome46 96 27 1 0 1 27 19608 19634 1
092_3_12 TTTAGCTTCCTTGAAAAACGCTATGATTTT 30 36 100 18 0 0 7 24 2129190 2129207 1
092_3_13 AATAGAATGGATGAAGGTTACGGAAGAAGT 30 38 100 19 0 0 12 30 1364122 1364140 1
092_3_14 GAATGAAACTGGTTATTCGGTATCTAAAAT 30 36 95 22 1 0 1 22 870813 870792 1
093_1_01 TCCTTTTTGCGTTTTCAAAATAGGTACTTG 30 36 100 18 0 0 3 20 845626 845609 1
093_1_02 TGTGTTTATACTATATAGGTTACCTAGTTA 30 34 100 17 0 0 1 17 609457 609441 1
093_1_03 AGATGAGTATATCTATGTTGTCAGAGGTTC 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome44 96 26 1 0 2 27 24238 24263 1
093_1_04 TCTCTTGCGATACTTGGCCACCCAAGCCTG 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 4326 4297 1
093_1_05 TCGGTATATATGCTCCAGGAAGCTACGGG 29 34 100 17 0 0 7 23 2484666 2484650 1
093_1_06 TCTCAAATATAGTTTCAACAAGATGTTGCT 30 AF020798 Streptococcus thermophilus bacteriophage lysogeny module, integrase homolog (int), putative host cell surface-exposed lipoprotein, putative metallo-proteinase, repressor, Cro-like regulatory protein, and P1-antirepressor homolog genes, complete cds60 100 30 0 0 1 30 7519 7490 1
093_1_08 AATAGATAGTGAAACTGATACCGTCACTGT 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 16394 16423 1
093_1_09 TGGAAAATAGTTAAAATAAAGAAAGGAAGT 30 36 100 18 0 0 11 28 2012408 2012391 1
093_1_10 ACAGTCAGTTATTGGCTTCTGCTGTGGGCG 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 13982 14011 1
094_1_01 TTTTTATACTTTGGGTAATTACAAAATAG 29 AJ239049 Streptococcus thermophilus partial repA gene, ORF1 to ORF8 and partial ORF9 DNA50 97 29 1 0 1 29 6085 6113 1
094_1_02 AAGAAAGAAATATTCTAGATATAGATATAA 30 36 100 18 0 0 13 30 1399711 1399728 1
094_1_03 CAACGACCAACACAACAACTAAAGTTACTG 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome48 96 28 1 0 3 30 28272 28299 1
094_1_04 TGATTATGGGTGTTAAACAAGGAGCTTATG 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome44 93 30 2 0 1 30 11463 11492 1
094_1_05 TGAGTGGTAAGTACAAATACGCAGGACTGA 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome44 100 22 0 0 9 30 39054 39075 1
094_1_06 TTATTTCCTCCTTTCCTTAAAAAAATTAGA 30 AF115102 Streptococcus thermophilus bacteriophage Sfi19, complete genome60 100 30 0 0 1 30 9959 9930 1
094_1_07 GGATGTATCTGTTGAAAGAGGTGTGTATAT 30 BA000039 Thermosynechococcus elongatus BP-1 DNA, complete genome40 100 20 0 0 2 21 1107594 1107575 1
094_1_08 AATAGGTGAAAAATATGCAAGTCACACAAA 30 38 100 19 0 0 1 19 1767748 1767766 1
094_1_09 AAAATGGCATTAAAAATTAACATAGGAATA 30 38 100 19 0 0 1 19 1583432 1583414 1
094_1_10 TATCAGCTCGTAAATGTTCGATAGACTCTT 30 34 95 21 1 0 4 24 1623298 1623278 1
094_1_11 ATTCCATTAACGTATTTGACTTCACTAGCT 30 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome48 100 24 0 0 1 24 39739 39716 1
094_1_12 CTGTTACCGATCCAAGAGCAGACATCATAC 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome44 93 30 2 0 1 30 14575 14546 1
100_1_10 TATCATCTCGTATATGTTCGATAGACTCTT 30 32 95 20 1 0 5 24 1170616 1170635 1
101_2_01 ACCTCTTTCATTTCCACAGTGTACAATCGTGCGTTTC 37 32 100 16 0 0 3 18 229216 229231 1
101_2_02 GTTCTGATATCAGGGTAAGAAATAGACTTATTATGTTCG 39 38 100 19 0 0 16 34 78707 78689 1
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101_2_03 TCTTTGTGCCAAAAACTTCAACAATTTTTCCATTTAA 37 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome74 100 37 0 0 1 37 2698 2662 1
101_2_05 ACCAAAATATCTCACATAAATTCATTTAATTTACCTC 37 36 100 18 0 0 19 36 5289 5272 1
104_1_01 ACGTCTGTCTAACTGGAAAGTACCTGCTAAT 31 34 100 17 0 0 10 26 2116044 2116028 1
104_1_02 CTGTTCTCTAATCGAGAGGCGCGTGATTGA 30 32 95 20 1 0 7 26 21008 20989 1
104_1_03 AAACCTCACTAGTCACTTAGTGCGGTTAGG 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome60 100 30 0 0 1 30 24454 24483 1
104_1_04 TATTAAGTTTAGTCCCAGGTTTCTTATCGT 30 AJ239049 Streptococcus thermophilus partial repA gene, ORF1 to ORF8 and partial ORF9 DNA60 100 30 0 0 1 30 4393 4422 1
104_1_05 AAACCAATAAACATACCGATTGCTGCCAAT 30 CP000419 Streptococcus thermophilus LMD-9, complete genome 60 100 30 0 0 1 30 907457 907486 1
104_1_06 GCAAACGTTAGCCCAGGAAAGCATCATGAA 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome60 100 30 0 0 1 30 4914 4943 1
104_1_07 AAGAGCAAAAAATAACTCTAGCTCTCGTCC 30 36 100 18 0 0 4 21 138684 138701 1
104_1_08 AAGAAACCTCTAAGTTGAGCATTTAATGAT 30 CP000713 Psychrobacter sp. PRwf-1, complete genome 40 96 24 1 0 5 28 2322596 2322573 1
104_1_09 ATATAGTTTTAAACTTTCTTGACCTTCTG 29 36 95 22 1 0 1 22 1069482 1069503 1
104_1_10 ACGTTGATGAATATTGTTGATAAACTTTA 29 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome42 93 29 2 0 1 29 20745 20773 1
104_1_11 CAAGAAGTGAACAAAGTACACGCTGGAAGT 30 34 100 17 0 0 14 30 4670947 4670931 1
104_1_12 GACAGCAAGATACACGTAGTTGATGAATTG 30 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome60 100 30 0 0 1 30 15006 15035 1
104_1_13 TAAGAAATCAACGCAGATTTTTAGCCAACA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 2988 3017 1
104_1_14 TAACCCAATAATTACAGTGAAGCACAATAG 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome52 100 26 0 0 5 30 15555 15580 1
104_1_15 CAGGCGTAAGGTATGCTAATTATAACGAT 29 AY312234 Streptococcus thermophilus plasmid pSMQ308, complete sequence50 97 29 1 0 1 29 2813 2841 1
104_1_16 GCTATCGAACTAATAGCTTAGAGGAACTCA 30 36 100 18 0 0 11 28 26000 25983 1
104_1_17 GTGGAATATTAAGCCCGAATTGTTGCAGCA 30 34 100 17 0 0 5 21 10094 10078 1
104_1_18 TATTGCAATATTTGCGTTTGGGAAACCTTC 30 34 100 17 0 0 7 23 501 485 1
104_1_19 CGTCTGTCTAACTGGAAAGTACCGGCTAAT 30 32 100 16 0 0 11 26 1040221 1040236 1
104_1_20 AAAGAGATGTACCCATCCATTCTAACAGGT 30 34 92 25 2 0 5 29 1990486 1990462 1
104_1_21 GGGGAGTTGATTTCTTACATCAAAACAATG 30 34 100 17 0 0 7 23 18807 18823 1
104_1_22 CATCAAAGTTGAAAAGGACTACAACAGCCC 30 36 100 18 0 0 8 25 2521302 2521319 1
104_1_23 CTTAAATTTAGAGCGTGGGATCTTGAATAT 30 AY682195 Lactobacillus plantarum bacteriophage LP65, complete genome40 100 20 0 0 2 21 7721 7702 1
104_1_24 ATATACCGATGGCACATCTGAAACTGGCTG 30 34 100 17 0 0 9 25 300033 300049 1
105_1_01 ACGTCTGTCTAACTGGAAAGTACCTGTTAAT 31 34 100 17 0 0 10 26 2116044 2116028 1
106_1_01 TAAAAGAAGCTTGTTCATCTGTCTTCTCTA 30 AY312234 Streptococcus thermophilus plasmid pSMQ308, complete sequence60 100 30 0 0 1 30 5924 5895 1
106_1_02 AATAGAAAGGCTAACTAGATATGAAGGATA 30 32 100 16 0 0 10 25 4773 4788 1
106_1_03 CTATCTACAGTTCCACCATTGACTTTATCT 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 6494 6465 1
106_1_04 ATAAATGGTCTGAGGATGCCCCTAAAGGGA 30 32 100 16 0 0 4 19 2198112 2198127 1
106_1_05 ATAGCTTCCCAAACCTTATCTGGCTCATCT 30 38 100 19 0 0 1 19 5290 5272 1
106_1_06 CAGATGTTGCTCAAAAATACCAAGATGAT 29 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome50 97 29 1 0 1 29 610 638 1
106_1_07 CTTAGATGAGGTTTTCCAACCGGAAACATG 30 36 90 30 3 0 1 30 2027 2056 1
106_1_08 TATCCTCTCGTTGATAATATGCTTAATTCT 30 36 100 18 0 0 7 24 199910 199927 1
106_1_09 TTGATAGACCAAAACACTTCTGTGAGCAGC 30 36 100 18 0 0 2 19 5358 5375 1
106_1_10 TGCCTTTCTTCAAAGAAGCTATGCTTGTTA 30 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome44 93 30 2 0 1 30 19359 19388 1
106_1_11 TGATACTAAAAAAGAAGCCCTTTTGGGTAA 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome52 97 30 1 0 1 30 9192 9221 1
106_1_12 GGGCAATGATCGGTAAAGGTTTGGCTGATG 30 34 95 21 1 0 6 26 14226 14246 1
107_1_01 GAAATTGTCGGCTATAACAAGGCTCTCCTT 30 AJ239049 Streptococcus thermophilus partial repA gene, ORF1 to ORF8 and partial ORF9 DNA60 100 30 0 0 1 30 4867 4896 1
107_1_02 TAGAAGGAGAAATCATCAATGAGTAAGAAG 30 38 100 19 0 0 3 21 4745 4727 1
107_1_03 ATTTAAGTGATTATATAGTTCGTTCTGGTT 30 36 100 18 0 0 2 19 747880 747863 1
107_1_05 TCATTTATCAGGAAAATTTCCCGCAACGTG 30 36 100 18 0 0 2 19 1197806 1197789 1
107_1_06 ATGACAATTTTGTAAATTATGAAATCAAAG 30 36 100 18 0 0 3 20 1773222 1773239 1
107_1_07 CCTATATTGGTATGTACCAAGACTTCAATG 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome52 97 30 1 0 1 30 20067 20096 1
107_1_08 TAACAAGTGATATAATAGAAACATAACAAGG 31 CP000003 Streptococcus pyogenes MGAS10394, complete genome40 100 20 0 0 2 21 1113501 1113520 1
107_1_09 TTATAGAAGGAGAAATCATAAATGAGTAAGG 31 36 95 22 1 0 2 23 1029483 1029504 1
107_1_10 CAAGAGTCTATTGAGCATTTACGAGCTGATA 31 34 100 17 0 0 11 27 8989 9005 1
107_1_11 CATAGCTCCTTATTTTTGATAAAATGGGTA 30 CP000487 Campylobacter fetus subsp. fetus 82-40, complete genome42 100 21 0 0 6 26 1589617 1589597 1
107_1_12 GATTAATTCGTCGTATGTATCGGCTGAGCT 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome52 97 30 1 0 1 30 10166 10137 1
107_1_13 GACAATTTAGTTACAAGTAGTTTGCGTGCT 30 36 92 26 2 0 1 26 6412 6387 1
107_1_14 AGAAATTCATGATAAGTGGTCTGAAACTTG 30 38 100 19 0 0 2 20 2484247 2484229 1
107_1_15 AGTCAACTTACTATGTTAAAATAAGACAGG 30 34 100 17 0 0 7 23 3666882 3666866 1
107_1_16 GACTTGAACCTGAATTAATCAAGGTAGCCA 30 36 100 18 0 0 2 19 348271 348254 1
107_1_17 TGTACTCTATTGATTGCTTCATCTTTATTA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome54 100 27 0 0 4 30 6633 6607 1
107_1_18 CTTTCAAGATACTCATCAACCATTGATGTCA 31 36 100 18 0 0 5 22 1632806 1632789 1
107_1_19 AAAAGGTGCGTATGAAACTCATCCCAGCGG 30 34 100 17 0 0 12 28 1106361 1106377 1
107_1_20 CTATGTCTTTACTGTTCTTCCAAAACCACC 30 34 100 17 0 0 12 28 808 792 1
107_1_21 TTTGTTTGCGTTCACTTAGTTTATACTGAG 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 25325 25296 1
107_1_22 AATACGGAAACCTCCCTTGCCGTCACTAGC 30 AF348736 Streptococcus thermophilus bacteriophage MD2 putative tape measure protein, phage structural protein, and receptor binding protein genes, complete cds52 100 26 0 0 1 26 6041 6016 1
107_1_23 CAAGGATAAAACTGAATTAAAAGGAATTGA 30 36 100 18 0 0 6 23 1643259 1643276 1
108_1_01 AATCTGTGTGGGAAGTAAAGATTGAAGATG 30 AF348738 Streptococcus thermophilus bacteriophage DT4 host specificity protein gene, complete cds40 93 28 2 0 1 28 2435 2462 1
108_1_02 ATAGTTTGTTAAGTCATACCCATTAAATTG 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome60 100 30 0 0 1 30 14782 14753 1
108_1_03 TCCACATGATTACAAAGCCACGCAAGACCT 30 38 96 23 1 0 8 30 867 889 1
108_1_04 GAAGACCAAAATTTGACAATGAGTCCTGC 29 34 100 17 0 0 8 24 1696143 1696159 1
108_1_05 ATTATATTTAAGTTGTAAATGTTGCTTTTC 30 36 100 18 0 0 5 22 2662653 2662670 1
108_1_06 GCAGACATTGGCTCAACAAGTGATTATGAA 30 36 100 18 0 0 5 22 3270685 3270702 1
108_1_07 TGTTCTCATAAATTGCCTTTCCTTTTTATG 30 AF115102 Streptococcus thermophilus bacteriophage Sfi19, complete genome52 97 30 1 0 1 30 371 342 1
108_1_08 CTTATCAAACATCAAGGATTGTAGATGAGG 30 X65856 S.thermophilus gene for replication protein (Rep A) 60 100 30 0 0 1 30 577 606 1
108_1_09 ATTTCATTAGTAGCTTGATAAATGTTTCTA 30 34 100 17 0 0 14 30 726443 726427 1
108_1_10 GAAAATACTATACTTTAAAAGAAATTTTAA 30 AM180355 Clostridium difficile 630 complete genome 42 100 21 0 0 9 29 1177109 1177089 1
108_1_11 TCTCCTCCGACATAATCTTTTGTCTTTCCG 30 AP008230 Desulfitobacterium hafniense Y51 genomic DNA, complete genome40 100 20 0 0 11 30 3039895 3039914 1
108_1_12 ACAAAAGCACTGCCACCTATAGAAGCATTT 30 34 100 17 0 0 1 17 3051357 3051373 1
108_1_13 AAAAACTTTATGCTATCCGTGTCAGTATAT 30 34 100 17 0 0 1 17 98837 98821 1
108_1_14 TTTTCAATGATTGAAAGCCCATAACTAACA 30 32 100 16 0 0 1 16 2598 2613 1
108_1_15 CTTTCATAGTTGTTACGAAATGTTTGGCAT 30 38 100 19 0 0 8 26 4315 4297 1
108_1_16 CGATTTGCAATATGATGATATTGATGAATT 30 AY682195 Lactobacillus plantarum bacteriophage LP65, complete genome40 100 20 0 0 9 28 8399 8380 1
108_1_17 TTTAGATGCTAGTCCTAAGACTGTAGAGAC 30 DQ295022 Streptococcus thermophilus plasmid pSMQ-316, complete sequence58 100 29 0 0 2 30 3273 3301 1
108_1_18 GTAATCAAGCGTATATAAGTCAGGACTATC 30 AJ239049 Streptococcus thermophilus partial repA gene, ORF1 to ORF8 and partial ORF9 DNA60 100 30 0 0 1 30 2991 2962 1
108_1_19 ATAACAGAAGGAGTAGGGGACGTAGGCGCG 30 36 95 22 1 0 5 26 148342 148363 1
110_1_01 TAACTCATATGTATCTTGACCAACTATTTT 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome42 96 25 1 0 1 25 25659 25683 1
110_1_02 AAATAGCACCTCTAAGCGTTAATGGTATTC 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome60 100 30 0 0 1 30 19310 19339 1
110_1_04 GTTGGGGTGTGTTTGTAACGGCGTATGCTA 30 32 92 24 2 0 1 24 130 107 1
110_1_05 TCAATCAGGTGACGGTGATGCTTATATTAA 30 36 100 18 0 0 10 27 2667063 2667046 1
110_1_06 CATACATGATAGTTTGTCAACACTTTTGAT 30 AF020798 Streptococcus thermophilus bacteriophage lysogeny module, integrase homolog (int), putative host cell surface-exposed lipoprotein, putative metallo-proteinase, repressor, Cro-like regulatory protein, and P1-antirepressor homolog genes, complete cds44 93 30 2 0 1 30 669 640 1
110_1_07 TCAGCATTTGGTTTACATGACCCACGTCTG 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome50 97 29 1 0 1 29 34306 34278 1
110_1_08 CAATCAACAGGTTTGACTGATTATAACGGT 30 34 100 17 0 0 14 30 5952 5968 1
110_1_09 TAGCTACACATGAATTTTATTACAATGGTG 30 AF348744 Streptococcus thermophilus bacteriophage DT1.1 host specificity protein gene, complete cds44 96 26 1 0 5 30 2147 2172 1
110_1_10 CTTACGTTTGAAAAGAATATCAAATCAATG 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 17201 17230 1
110_1_11 TTAAAAAAGGGCCTTTCTCTAAATCAAGTA 30 36 100 18 0 0 11 28 469714 469697 1
110_1_12 TGCTGAACGTATCTGTCCACTGTGTGGCCA 30 AF442520 Streptococcus thermophilus bacteriophage k3 putative helicase (hel3.1) gene, complete cds60 100 30 0 0 1 30 1135 1164 1
110_1_13 CCGTTCTTCAAACGTTAAATTCCAAGGTGT 30 36 100 18 0 0 6 23 1344061 1344078 1
110_1_14 GCTGCGATTATGACAATGCTGTCTGTAAGG 30 32 100 16 0 0 8 23 160 175 1
110_1_15 GAAGAATTTATTAATAAAGATGGTTCTGCT 30 38 100 19 0 0 3 21 692013 691995 1
110_1_16 AGGCAGAAAAGAAGTATTTTGGTAAGTATG 30 AF148566 Streptococcus thermophilus bacteriophage J1 putative lysin gene, partial cds; and putative endonuclease gene, complete cds56 100 28 0 0 3 30 1239 1266 1
110_1_17 AAATGGTTTATCGACAAGAAAATGAAGCT 29 36 95 22 1 0 6 27 1371 1350 1
110_1_18 CCAAATTTGCATTATACAAAACGCTCCTTC 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome52 97 30 1 0 1 30 25944 25915 1
110_1_19 ATCCTAACTGCTTTGCTAACTACATCATGG 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome60 100 30 0 0 1 30 38891 38920 1
110_1_20 TAACAAGATAAGATTAGCGTCTTCAACAT 29 34 100 17 0 0 7 23 497108 497092 1
111_3_01 TGGGGCAAATAACTCCATTACAGAAAATAG 30 36 100 18 0 0 6 23 380011 379994 1
111_3_02 TACTGCTGTATTTGCTTGGTTATTAGTCTG 30 AF148566 Streptococcus thermophilus bacteriophage J1 putative lysin gene, partial cds; and putative endonuclease gene, complete cds44 93 30 2 0 1 30 208 179 1
111_3_03 TCTAAATCCAAACAAGTCACAAAATCCTTT 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome52 97 30 1 0 1 30 30883 30854 1
111_3_04 TAGTATTGTTATTTTCCAAAAAGAGAGGGC 30 38 96 23 1 0 1 23 241352 241374 1
111_3_05 TTCTCTCAAAGTGTTGAGAAGTCCCTTTAA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 4710 4681 1
111_3_06 AATGTATCATTCCATAGTGCTTTCAACGAG 30 34 100 17 0 0 7 23 254 238 1
111_3_07 TAGCTAAACAATCGGCTAGCGAGGATATTA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 5147 5176 1
111_3_08 CCGTCAAAACACACCGAAAGCAGCTAGTGC 30 34 100 17 0 0 10 26 1442981 1442965 1
111_3_09 ATTCCATTACAGTTGTTATGGTAAAAATGA 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome40 96 24 1 0 1 24 20002 20025 1
111_3_11 TGCTTGTGCTTTTGTAATTTTTGCTACTGT 30 36 100 18 0 0 6 23 228 211 1
111_3_12 GCTATGATGACTTGCTCAGTATGTTTAGTT 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome60 100 30 0 0 1 30 2722 2751 1
111_3_13 CTTTGAAGAAGTATTTCAAAGGCAATAAGA 30 CP000393 Trichodesmium erythraeum IMS101, complete genome 40 100 20 0 0 3 22 6362151 6362132 1
112_1_01 AAACAAACACTACTATTCTAACCACAAATA 30 34 100 17 0 0 6 22 4245 4261 1
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112_1_02 ACGACATTCCAGATGGAGCTGACCAAGATT 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome56 100 28 0 0 1 28 22557 22584 1
112_1_03 TTCTCAGCCAGTATGCTAATTGTGGTATGT 30 34 100 17 0 0 12 28 1466830 1466814 1
112_1_04 GAGAAATCACGGAAATTATAAAAGACTTTT 30 34 100 17 0 0 9 25 450532 450516 1
112_1_05 AGATAGCCACCAAGCGTTTCAGCTATGCTA 30 AF115102 Streptococcus thermophilus bacteriophage Sfi19, complete genome60 100 30 0 0 1 30 15099 15070 1
112_1_06 TACTTGAACACCCTTCAATCCTGTTTGATA 30 38 93 27 2 0 4 30 15272 15246 1
112_1_07 TTTTCAGCTTCAGTCGTTTCATATGTATAT 30 32 100 16 0 0 7 22 1977 1962 1
112_1_08 AAGGTCTATACCCTAATATAGCTGAACACG 30 DQ295022 Streptococcus thermophilus plasmid pSMQ-316, complete sequence50 100 25 0 0 6 30 3483 3507 1
112_1_09 ACATGCTTGATGTTTGTGTATTTAGTAACA 30 38 100 19 0 0 12 30 132341 132323 1
112_1_10 GAGTTGGTGACCATTTGCACCACTTTATTT 30 34 100 17 0 0 1 17 3453040 3453056 1
113_1_01 TTGAAAATGGAAAAATAACCCATGGAACGA 30 38 100 19 0 0 1 19 61231 61249 1
113_1_02 GTGTTCCAGCGTCTTTGTATTTATTTCGGA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome44 100 22 0 0 1 22 11958 11937 1
113_1_03 CTTTGTTTCCGCCTTTGACCACGTCGGAAC 30 34 100 17 0 0 9 25 376629 376613 1
114_1_01 AACGTAAGGAGTTTTTTTATTTCTTTGTTA 30 CP000421 Streptococcus thermophilus LMD-9 plasmid 2, complete sequence46 97 31 0 1 1 30 2147 2177 1
114_1_02 GTGGAAAATTTCACACCCTACATATATCAA 30 CP000421 Streptococcus thermophilus LMD-9 plasmid 2, complete sequence52 97 30 1 0 1 30 915 886 1
114_1_03 CCTCTGCTAATGACTTAAACGGCTCGTTTT 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome40 93 28 2 0 1 28 12444 12417 1
114_1_04 AAAATCAAAGTTTTGGGTTTGTCTACGTTG 30 CP000675 Legionella pneumophila str. Corby, complete genome 40 100 20 0 0 1 20 2666702 2666683 1
114_1_05 ATATGTACATACCTAAAGAAAACACGGGCA 30 34 100 17 0 0 12 28 345180 345164 1
114_1_06 CGTTGTCAAAATATGTGATTACTTTGTATT 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome42 93 29 2 0 2 30 31294 31266 1
114_1_07 CCATAGCTGTAATGTTGTTTGTGACTGCTT 30 AJ239049 Streptococcus thermophilus partial repA gene, ORF1 to ORF8 and partial ORF9 DNA60 100 30 0 0 1 30 5473 5444 1
114_1_08 CGCTAAGTTTGGCTTTAAGTATAACAAGCT 30 36 95 22 1 0 5 26 1483900 1483921 1
114_1_09 AAAGTACGCTTCAAGGCACGTTGAAGACAT 30 36 92 26 2 0 5 30 3220 3245 1
114_1_10 CTTTTTAACGTGTTAGCGTCTTTAGCTTTG 30 34 100 17 0 0 12 28 1710922 1710938 1
114_1_11 TTGGCTTCGTGAATAATTTTTAAAACGCAT 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome52 97 30 1 0 1 30 28172 28143 1
114_1_12 TGTTGAATCAATACGCTGAAACACACTCCC 30 32 95 20 1 0 6 25 5060524 5060543 1
114_1_13 CGTTATCAGTTGAAAGTTTCAACTCGTAAG 30 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome60 100 30 0 0 1 30 31597 31568 1
114_1_14 TAAACTAGTTGGCATCTATGCTCCAGGAAG 30 38 100 19 0 0 1 19 1434 1452 1
114_1_15 TAGACCACCATAGCCGAGTTGTCTTTTTCG 30 CP000421 Streptococcus thermophilus LMD-9 plasmid 2, complete sequence60 100 30 0 0 1 30 2994 2965 1
114_1_16 ACATCCCACTTTCTGGGTTTTTTAGCCATG 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome52 100 26 0 0 5 30 2966 2941 1
114_1_17 AGTATGGCTATTGTCCTGATACTCATCCAC 30 CP000419 Streptococcus thermophilus LMD-9, complete genome 60 100 30 0 0 1 30 1570034 1570063 1
114_1_18 CGCTCTTGACGTGGCTGGTGACATCTACGC 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 22759 22788 1
114_1_19 GAGTACATGGAGTTTCTGCTAGATACACTA 30 34 100 17 0 0 7 23 79 63 1
114_1_20 TAAGTTATGAAATATAAAGTTATTGTCTA 29 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome54 100 27 0 0 3 29 33025 33051 1
114_1_21 AACGTTATGACATTTAGGAGCTTCCAAATT 30 CP000421 Streptococcus thermophilus LMD-9 plasmid 2, complete sequence44 93 30 2 0 1 30 810 781 1
114_1_22 AACACAGCAAGACAAAAGGATGACACTTT 29 32 100 16 0 0 6 21 5215550 5215535 1
114_1_23 CAACCATAACTTACGCATCAGGTACATCTG 30 36 100 18 0 0 10 27 2462817 2462834 1
114_1_24 ACACGCGCTTACCTCGTATATCAAATTCA 29 32 100 16 0 0 2 17 33096 33111 1
114_1_25 TGCCCGCAAACTAGCGATACACAACAGCAT 30 AY312234 Streptococcus thermophilus plasmid pSMQ308, complete sequence52 97 30 1 0 1 30 7613 7642 1
114_1_26 CTCAAGCTCTTCATCTGTGATAGGTGTTTTG 31 36 100 18 0 0 10 27 1153187 1153204 1
114_1_27 ATCACTCTTTGATAGTATCTCAAACGCTGG 30 34 100 17 0 0 9 25 1159329 1159345 1
114_1_28 GAAACAGTCAGACCAGCTAATTCGCCAATT 30 34 100 17 0 0 13 29 3909 3925 1
114_1_29 ATATTTCGAAAGATACAAGGACACTTACAC 30 36 100 18 0 0 2 19 130428 130411 1
114_1_30 GCGGATGAAACACAACTTCAATTGTATTCA 30 36 100 18 0 0 11 28 504213 504196 1
115_1_01 TACTTGAGTTAGCTCTGGAAGTCATTTATC 30 34 100 17 0 0 3 19 26820 26804 1
115_1_02 CTTCGCTGGAAACTTCGTAGTCATACATAC 30 34 100 17 0 0 4 20 1128288 1128304 1
115_1_03 CTGCATTTGTAACCATGACTTCTTCGTCGT 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome50 100 25 0 0 1 25 15627 15603 1
115_1_04 ATAACTCGATTGCTAACTTAAGCAAGCAGT 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 20206 20235 1
115_1_05 AATTTGTCATCGACATCTACCAACGCCCAG 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome50 100 25 0 0 6 30 26491 26515 1
115_1_06 ATAAAATTATGCCACGTTTTGGCACTAGAT 30 34 100 17 0 0 4 20 1753534 1753550 1
115_1_07 ATGTCTCTGAGGCTGTAGTAATTTACTTGT 30 34 100 17 0 0 2 18 174298 174282 1
115_1_08 CTTTAAAGAGTTGATTAAGTGCGTTACTGT 30 36 100 18 0 0 4 21 137362 137379 1
115_1_09 AAATGGGTTATGCTGTTCAATATGCGTCCC 30 38 100 19 0 0 12 30 1467704 1467686 1
115_1_10 AAACTGAAAACAACACAGACAATTCAACAA 30 38 96 23 1 0 1 23 7114 7136 1
115_1_11 GCCCAAAATGCTAGACGTTTGAATGACGGC 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 17895 17924 1
115_1_12 ATGAAGAACGTGATTCACCTACGGTATGCT 30 34 100 17 0 0 6 22 1277449 1277465 1
115_1_13 GCTTTTGCAGAATTGTCTCCAGTGCCGATTT 31 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome40 93 28 2 0 4 31 3974 4001 1
115_1_18 TATTTATTGCAAATGGTTACCATATTTTTA 30 38 100 19 0 0 11 29 2342469 2342451 1
115_1_19 CCTCAAAGCTTAAAATTGGGCTGAAGTAGA 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome48 96 28 1 0 3 30 19256 19229 1
115_1_20 TATTTTAGCACTACGGTATCAGCGTATCTC 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 8162 8133 1
115_1_21 AAGGGTTTAAGTCCTTCATAGAGTGGAAAA 30 34 100 17 0 0 6 22 21439 21455 1
115_1_22 GCAATTTATTCGCTTGATGTACTCACGTTT 30 34 100 17 0 0 3 19 5567 5551 1
115_1_23 TGCTACGTGCTCTGGACGGGCGCTATCAGC 30 38 100 19 0 0 11 29 1749959 1749941 1
115_3_01 CTTAGCCTTGAAATGGCACGTAGTGAACAGA 31 34 100 17 0 0 5 21 1294441 1294457 1
115_3_02 GGTGGGTGACGCTATCAACAACTACCTGAA 30 34 100 17 0 0 14 30 1317267 1317283 1
115_3_03 GATGGCGCTACACATACACTACGCTACGCT 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome56 100 28 0 0 3 30 31442 31469 1
115_3_04 TATTCCAGAAGATGGAAGAACAATCATCGA 30 34 100 17 0 0 4 20 476566 476582 1
115_3_05 TACTTTCCGAGCGTGATAAGAAGCTACTCA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome40 93 28 2 0 3 30 12870 12897 1
116_1_01 TGTTTTCATGAGCCTTTATATCAACGCCTG 30 34 100 17 0 0 8 24 588127 588111 1
116_1_02 ATTCAGTGGATGCGTATCACTGAGGAGGTC 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome42 93 29 2 0 1 29 33452 33480 1
116_1_03 TGCCCTCCTAAAACGTTAAGCGTTCTTGAT 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome46 100 23 0 0 8 30 28358 28336 1
116_1_04 AAAAGGTTGGCTAGTGTAATAAGTTCGTCA 30 34 100 17 0 0 1 17 3258320 3258336 1
116_1_05 AATAAAAACTCGCACTTGAAATAGAGATAG 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome52 97 30 1 0 1 30 20977 20948 1
116_1_06 GTATCGCTAAGTCTACGAGTAAAACATCC 29 32 100 16 0 0 2 17 6246 6261 1
116_1_07 ATAGTAAATGAAAACGATAGATTTAACACA 30 34 100 17 0 0 13 29 1173 1157 1
116_1_08 CATATATGATAGTCTGTCAACTGTTTTTAT 30 34 95 21 1 0 1 21 27291 27271 1
116_1_09 CCAAGAGGTATTCAACGTTTCGACCTTGTGG 31 AF348736 Streptococcus thermophilus bacteriophage MD2 putative tape measure protein, phage structural protein, and receptor binding protein genes, complete cds44 93 30 2 0 2 31 3333 3304 1
116_1_10 TTCGAAGGTGATTCAACCAAAATCAAAGAG 30 AE017308 Mycoplasma mobile 163K complete genome 40 100 20 0 0 8 27 777017 777036 1
116_1_11 TGTCCTATTATCGACTACTGCTACACTTCT 30 36 100 18 0 0 2 19 2115663 2115680 1
116_1_12 AGTGGGGGCATTTATTCCATCACAGCAGCT 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 32536 32565 1
116_1_13 TCCAACCGATATTGCCAAGCGTGGTAGAGC 30 AF348736 Streptococcus thermophilus bacteriophage MD2 putative tape measure protein, phage structural protein, and receptor binding protein genes, complete cds44 93 30 2 0 1 30 4662 4691 1
116_1_14 TGTTGTCAGAGGTCCGTATAATGAACTTTT 30 36 100 18 0 0 13 30 2247922 2247939 1
116_1_15 CTAACGAAGCTAACTACCCATCGTATATTG 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 1853 1882 1
116_1_16 AAGAAGCCAGTCGATGAGGCTAAAAATTG 29 34 100 17 0 0 3 19 11841 11825 1
116_1_17 GCACTGTATAGCAGTTGTATAGCTAGCGT 29 AJ239049 Streptococcus thermophilus partial repA gene, ORF1 to ORF8 and partial ORF9 DNA58 100 29 0 0 1 29 4240 4212 1
116_1_18 CAGAATCGCAAAATGTCGACCAGATACCGA 30 34 100 17 0 0 14 30 217742 217726 1
116_1_19 AAAGACATCAATAAGAATTGGTCTGACGGT 30 38 100 19 0 0 12 30 12713 12731 1
117_1_01 TTCGTATTGACAACAATGGCTCTGTTGATG 30 DQ898157 White bream virus strain DF24/00, complete genome 40 100 20 0 0 11 30 18638 18619 1
117_1_02 CTAACTATATAGACTTTTACAAGCAAGCCA 30 DQ295022 Streptococcus thermophilus plasmid pSMQ-316, complete sequence42 96 25 1 0 1 25 782 806 1
117_1_03 CAATAATTTCATTGGTGCAGTTATTGACGC 30 36 95 22 1 0 4 25 1764049 1764070 1
117_1_04 CGCTAGCCACTTCTCGTCCACCGTCGTATG 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome60 100 30 0 0 1 30 23290 23261 1
117_1_05 GCAAGTTTCTTCATTCCATTCCACATATCT 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome52 100 26 0 0 1 26 11133 11108 1
117_1_06 ATCGTCCCAGTTGCTTATCGTATAACCAAG 30 AJ239049 Streptococcus thermophilus partial repA gene, ORF1 to ORF8 and partial ORF9 DNA60 100 30 0 0 1 30 5827 5798 1
117_1_07 TATCTAATCCCCCTAAAATATAGATTTACA 30 AF020798 Streptococcus thermophilus bacteriophage lysogeny module, integrase homolog (int), putative host cell surface-exposed lipoprotein, putative metallo-proteinase, repressor, Cro-like regulatory protein, and P1-antirepressor homolog genes, complete cds44 96 26 1 0 5 30 3843 3868 1
117_1_08 CGCTAGCAATTTTAGAGCTTACAAAATAAG 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome60 100 30 0 0 1 30 10352 10323 1
117_1_09 AACACTTTAGAAAAGGCATCCATGATAGTG 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome60 100 30 0 0 1 30 9981 9952 1
117_1_10 TGTTGAATCAATACGCTGAAACACACGCTC 30 38 100 19 0 0 11 29 176772 176754 1
117_1_11 GTGAAAGAAATGGAACTACAAATTTACAA 29 AJ630128 Bacteriophage S-PM2 complete genome 40 100 20 0 0 10 29 50038 50057 1
117_1_12 TGTACTTCCTCGTGGGATGTCTGTCAATGT 30 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome52 97 30 1 0 1 30 36366 36337 1
117_1_13 TTGTGATCGACGGTACTATTAAATACGTAG 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome50 100 25 0 0 1 25 15940 15964 1
117_1_14 TGTTGTCGTAATAGACAATAACTTTATATC 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome58 100 29 0 0 1 29 33062 33034 1
117_1_15 TTACTATGACAACGAGAATGAGTTTGACCC 30 36 92 26 2 0 5 30 7756 7781 1
117_1_16 ATAGCTCTCTTGACAAAAGTCCCTCAAATT 30 32 100 16 0 0 9 24 804313 804298 1
117_1_17 CGAATAATTTAGCGATAAGCTCGATACCAG 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome58 100 29 0 0 2 30 2540 2512 1
117_1_18 TGGTACGCATAATTAATTCATCAAGTTTGA 30 38 100 19 0 0 9 27 4244 4226 1
118_1_01 TGGAGATGATGGAAAACCTCTAAAAGACCG 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome60 100 30 0 0 1 30 12196 12225 1
118_1_02 CCACACTAAACGATGGTAATGACAGCCCAG 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome60 100 30 0 0 1 30 11313 11342 1
118_1_03 GGATTTTGTATTCTGTAGCTATCTTGCTGG 30 34 100 17 0 0 2 18 88187 88203 1
118_1_04 AAGTAAAAGGATGCTCAAATCAACAAGCTA 30 U88974 Streptococcus thermophilus temperate bacteriophage O1205, complete genome52 97 30 1 0 1 30 12547 12576 1
118_1_05 TTGGCGATATTCTGACACTGCCCCACAAAC 30 34 90 29 3 0 2 30 25124 25152 1
118_1_06 CAAGGGAGTCGAACCCCTGACAGCCAACAA 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome60 100 30 0 0 1 30 39330 39301 1
118_1_07 AATTTTGGCCAATAACCTTCATCTTAGGCT 30 36 95 22 1 0 2 23 435059 435038 1
118_1_08 AGAATTGTGGACACTGCCATACTAATAGAT 30 AF020798 Streptococcus thermophilus bacteriophage lysogeny module, integrase homolog (int), putative host cell surface-exposed lipoprotein, putative metallo-proteinase, repressor, Cro-like regulatory protein, and P1-antirepressor homolog genes, complete cds60 100 30 0 0 1 30 2624 2595 1
118_1_09 GATGGCGAATTGATGTAGATACGTATGATG 30 AJ239049 Streptococcus thermophilus partial repA gene, ORF1 to ORF8 and partial ORF9 DNA54 100 27 0 0 1 27 6210 6236 1
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118_1_10 TAAGGGAGACAGGACAAGACAAACAAACAC 30 36 100 18 0 0 6 23 1162 1145 1
118_1_11 TTTTGAAACTAAAGCCAAACAGTACGTAGC 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome60 100 30 0 0 1 30 4455 4484 1
118_1_12 TATTTTTCAATCGTTCCGCTATCTGCTAGA 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome60 100 30 0 0 1 30 28478 28449 1
118_1_13 GGGCAGAAATTTGGACAAATGATGGAACAT 30 36 100 18 0 0 11 28 3766588 3766571 1
118_1_14 TCATTCGAGGTAACGATGGTAAACAAGGAC 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 19908 19937 1
118_1_15 CAACACCGTAGAACATTAACAAAGTACGTG 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome48 100 24 0 0 7 30 9090 9113 1
119_1_01 TAAATTTATTAATATCATCCCATCGATCTG 30 38 100 19 0 0 1 19 4818930 4818948 1
119_1_02 GGATAAGGCGAGACAAGAACAACTTAAGCA 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome44 96 26 1 0 5 30 20175 20200 1
119_1_03 GCGACCATGTAACGCCGGTAGAAATAGCG 29 34 100 17 0 0 10 26 37 53 1
119_1_05 CGCTATGAATGTCGTATTAAAAGCTTTTAA 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome48 96 28 1 0 3 30 7338 7365 1
119_1_06 GACTTAGGGCGCTACCCCTTAAAAATAGCA 30 38 100 19 0 0 6 24 1884897 1884879 1
119_1_07 ATCATATAAGAGAAAGACAGAAATATTCTA 30 38 100 19 0 0 9 27 1698087 1698105 1
119_1_08 AACTATGGCTAAGATATTCAGCCCTCACGC 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome42 93 29 2 0 2 30 22950 22978 1
119_1_09 ACGTGTCTTATATGCATGAAAATCGCAAACG 31 38 100 19 0 0 13 31 25491 25473 1
119_1_10 CCCCTACGAAATTTTAAAACGACCCCCCCGC 31 34 100 17 0 0 5 21 90329 90313 1
119_1_11 TACTTACCCATGGAACGATTACTATGCAGC 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome44 96 26 1 0 1 26 25069 25094 1
119_1_12 GGGAAGTTATAATTACGAAAAGGTAGATAT 30 34 100 17 0 0 4 20 97088 97072 1
119_1_13 TATGTCACCACGTTGCAACCATACACCACT 30 34 100 17 0 0 13 29 206508 206492 1
120_1_01 GAATAGCGAACGACGTCTAACAATCTTGGA 30 32 100 16 0 0 13 28 43368 43353 1
120_1_02 TCATATTGCTTATGCTAACTCTTCGGATGG 30 AF348739 Streptococcus thermophilus bacteriophage DT2 host specificity protein gene, complete cds46 100 23 0 0 8 30 1669 1691 1
120_1_03 ATGCTACTAACAATACAGATCTATTTTAAA 30 34 100 17 0 0 14 30 3789820 3789836 1
120_1_04 TGCCCACTCGTTAATCTTGGCAACTAGGTC 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome58 100 29 0 0 2 30 32161 32133 1
120_1_05 TACCATCTTAGGATAGGTACTGGTCATGCC 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome54 100 27 0 0 1 27 4427 4401 1
120_1_06 CTAACTGAATTAGCAGTAGCGGAAGGAATG 30 36 100 18 0 0 11 28 8128 8145 1
120_1_07 CTTAGAAATAGAGTAGAGTTTGAAGCGCGT 30 36 100 18 0 0 7 24 3984511 3984528 1
120_1_08 TATATGCAAACAACTTACCTAAAGAGCTC 29 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome58 100 29 0 0 1 29 7385 7413 1
120_1_09 AGTCACCTCAAAGCTTAAAATTGGGCTGAA 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome40 93 28 2 0 3 30 19261 19234 1
120_1_10 GGTACTACACCTCAAACGGTGAGTGCATGG 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome60 100 30 0 0 1 30 227 256 1
120_1_12 GGCTTAACTCGGTTACGAATGTATCATTGT 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome40 93 28 2 0 3 30 1663 1636 1
121_1_01 CATTTTGAACAAGCGAACAAAGACCATAA 29 36 95 22 1 0 2 23 564151 564130 1
121_1_02 CGTTCCTGGGCTTTATAAGATTAGCTATGT 30 34 100 17 0 0 12 28 1197556 1197540 1
121_1_03 ACCTATTGAGACTGTAATAATCCATAAGGC 30 34 100 17 0 0 10 26 118 134 1
121_1_04 ATCAACGTTTGGCAGGTCAATTCCTTCAGT 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome52 97 30 1 0 1 30 28948 28919 1
121_1_05 ATGTTGCGATAACCTACAGTTACTAAGTAA 30 AF158601 Streptococcus thermophilus bacteriophage SFi18 lysin, gp111, gp183, gp47, gp54, gp71, gp145, gp69, gp40, gp229, gp157, gp233, putative helicase, gp151, gp271, putative primase, gp143, gp106, gp89, gp57, gp51, gp66, gp192, putative DNA binding protein, gp99, and gp235 genes, complete cds60 100 30 0 0 1 30 12102 12073 1
121_1_06 AGACAATCAGCTTGATGTGGTTTTCTTTGG 30 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome46 96 27 1 0 1 27 2546 2572 1
121_1_07 AGACGACTTGATAACGTTGGATATTCCACT 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome60 100 30 0 0 1 30 11792 11763 1
121_1_09 TTAGATACCATTAAATCAATACGAGAGGAT 30 34 100 17 0 0 14 30 91393 91409 1
121_1_10 TTGCCATAATTACCTCCTAAGCCTCAACTA 30 36 100 18 0 0 1 18 677111 677128 1
122_1_01 AAGTTCTAGAGTATGTTTTGAAGAAAGCA 29 34 100 17 0 0 13 29 762420 762436 1
122_1_02 TCCAGTGTCTACGATGTTAGTTTCATCACC 30 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome40 93 28 2 0 2 29 26642 26615 1
122_1_03 GCCCTTGTTTTGGCTGAATACGACCGGCTT 30 36 100 18 0 0 5 22 1490556 1490539 1
122_1_04 CAGCTTCAAATCTGACAAGAAAGTCAAAAT 30 36 100 18 0 0 7 24 5462 5445 1
122_1_05 TATCGTGTAAGTATCAATGAAGATTGGAAC 30 AF145054 Streptococcus thermophilus bacteriophage 7201, complete genome46 96 27 1 0 1 27 34441 34467 1
122_1_06 TAAGAAATCAACGCAAGTCTTTAGCCAACG 30 34 90 29 3 0 1 29 2988 3016 1
122_1_07 TACCGAGAGATGCTCGTCTATGCCATGCTC 30 AF115103 Streptococcus thermophilus bacteriophage Sfi21, complete genome52 97 30 1 0 1 30 21079 21050 1
123_1_01 AGATACTCTTGTCGCCTCTGAACAACCAG 29 34 100 17 0 0 9 25 4781959 4781975 1
123_1_02 TTTGATGGCTCTTGGTAGGGAACTGGATAT 30 36 100 18 0 0 1 18 3148 3165 1
123_1_04 AAAGACAAGCCCAAGGGATTGAACTAGCAA 30 AJ242479 Streptococcus thermophilus res gene, ORF2 and ORF3 DNA, strain St 10648 96 28 1 0 1 28 1240 1267 1
123_1_05 CTACATTATTGATCATGTTTTTTCTCCTGT 30 36 100 18 0 0 13 30 1881394 1881411 1
123_1_06 TAGAAGGCTCTGGAAATACAAAGCAATTCT 30 DQ437519 Streptococcus thermophilus plasmid p2991 chaperone (hsp) gene, complete cds60 100 30 0 0 1 30 613 584 1
123_1_07 CGAACAGTTGGCGAGAAATCCGTCTGGCGT 30 34 95 21 1 0 10 30 3298899 3298919 1
124_1_01 TGATTAGCAAATTTAAAACAGGATATTTGG 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome48 96 28 1 0 1 28 3286 3313 1
124_1_02 AATAAGAAGTTCTTGACGACCAACCGACAT 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome52 97 30 1 0 1 30 4828 4799 1
124_1_03 AAATGATGATTGAATGCTTGAGATAGCAGT 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome60 100 30 0 0 1 30 13593 13564 1
124_1_04 TCGTCAACGTCGATACAGAACAACGTGCTT 30 AY699705 Streptococcus thermophilus bacteriophage 2972, complete genome50 97 29 1 0 1 29 1658 1686 1
124_1_05 CGAAGTGGCAGAGCAGAGCCTTAGACCAAA 30 34 100 17 0 0 14 30 15019 15035 1
124_1_06 GACTTGAGTAAGCTCTATACCAAGCGACATG 31 AF158600 Streptococcus thermophilus bacteriophage Sfi11, complete genome58 100 29 0 0 1 29 1521 1549 1
124_1_07 AAGAAGTCAAGAACCTATTCCGTCTGGTCGG 31 AF085222 Streptococcus thermophilus bacteriophage DT1, complete genome42 96 25 1 0 6 30 23774 23798 1
124_1_08 AGGGCCTAATCGCTTGGATATCACCGGAACT 31 36 100 18 0 0 14 31 2502269 2502252 1


