Supplemental Table 1 - Dix, M.M., Simon, G.M., Cravatt, B.F., 2008

1 of 27

Total Percent Persistent Previously| Explicit
IPI Number Description Spectral| Parent Fragment y p Peptograph
. Reported? | Site?
Counts Remaining Class
. . . . rlll\llllllllllll\ |"I1I)
CLASP2 CDNA FLJ34132 fis, clone FCBBF3010586, weakly similar to Microtubule T
associated-protein orbit ENSG00000163539 ! i
IPIOO168165H [ . N | . = 130 0% Both No 1
uery seq. |
|y —
d] «__
BAT3 HLA-B associated transcript 3 ENSG00000204463 L 4 ""‘§
IPI00B45431 Sty == 240 0% Both | Yes(10) |DEQD1031
Superfanilies
1
HECTD1 E3 ubiquitin-protein ligase HECTD1 ENSG00000092148 A
IP100328911 frieishic ciant 71 0% Both No
specific hits 3
superfanilies fadt €T -
TELO2 KIAA0683 ENSG00000100726
10001688 | auery oo, oo b e el el el eliel] | 48 0% Both No
MLH1 DNA mismatch repair protein Mih1 ENSG00000076242
uuﬂ“%”, o ““ o ‘ ‘ S e
IPI00029754 .__c:o ive - 43 0% Both | Yes (10)
Superfanilies RTPase_c cupersan]
Hulti-donains
GAPVD1 GTPase activating protein and VPS9 domains 1 ENSG00000165219
T N e
IP100292753 ;“,;;;‘;;;::;1;"“““““ 97 0% Both Yes (8) |DLPD1112
superfanilies P o)
Hulti-domains RasGAP
AP2A1 Isoform A of AP-2 complex subunit alpha-1 ENSG00000196961 I Aok e -—»
) s =0 P i s 00 a7s a7 mwoim  —
IPI00304577 Sperrontites 64 0% Both No
Hulti-domains Adaptin_N
KIAA0174 KIAA0174 protein ENSG00000182149
R e —————— 1 0% Both | Yes(10) | DLID197
superfanilics
SATB1 Special AT-rich sequence binding protein 1 variant (Fragment)
ENSG00000182568
IPI005B5719 | e T T T |50 0% Both | Yes (10)
superfanilies AT supsrfanil UT superfanily) horsodormin
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SMARCA4 SMARCA4 isoform 2 ENSG00000127616 T "
3 e s = 100 150 oo = "I, [ —
Query seq. inding site otide binding resion & & & o
IPI00029822 :Pp:Tt . . 58 0% Both No "
Hulti-donains SNF2_N
LGTN Isoform 1 of Ligatin ENSG00000143486
1 m 200 00 40 500 584 " LI
IPI00013160 | sipersamtises =) T amertt) 34 0% Both No
Hulti-domains C0G2016 ' m= ‘
o 1] —
. . . . . . . o I\ | 1I|I|“|II|II
SPAG9 Isoform 1 of C-jun-amino-terminal kinase-interacting protein 4 Ll
ENSG00000008294 :
IP100744648 wwors son. | ki P il e e 122 2.5% Both No it
Hulti-donains Smc :

USP47 Isoform 1 of Ubiquitin carboxyl-terminal hydrolase 47 ENSG00000170242

£ Em 5 thn 1280 175

i i | i | i f
Query seq.

IPI00607554 EF = 91 6.5% Both No O

specific hits peptidase_C19C

superfanilies Peptidase_€19 superfanily

NHLRC2 NHL repeat-containing protein 2 ENSG00000196865

B

IPI00301051 prorrene nges = 45 7.4% Both No :
superfanilies
1 ._..

ROCK1 158 kDa protein ENSG00000067900

| Wy t
i ] ! i i i oo IR .
i ey phezr sits H

Query seq.

IPI00641659 S n 134 | 137% | Both | Yes(10)
Specific hits STKc_ROCK1
Superfanilics B ‘
Hulti-donains S5_TKc Smc [LLTL S—
Smc 9
C100rf119 Uncharacterized protein C100rf119 ENSG00000197771 F— - ¢
IPI00478758 auers sen. | L i L i il L] | 51 13.7% Both No DERD282 !
1] L
o 1
SAPS1 SAPS1 protein ENSG00000105063 LR
IPI00402008 %282, e : ==l a2 2% Both No
Hulti-domains PRKOS648 [N |
TRIM33 Isoform Alpha of E3 ubiquitin-protein ligase TRIM33 ENSG00000197323 et
IPI00010252 | 5revsrer wate 55 15% Both No
Superfanilies Beox | fBE sumersaml b e

PAK2 Serine/threonine-protein kinase PAK 2 ENSG00000180370

s 25 00 ES 450 B

s
i i i i

Query seq. o
GTPass inmteraction site MM AR e

n onEEEEl R E——

wa
a
ot

IPI00419979 S 162 17.1% Both | Yes (10) | SHVD212 :
pecific hits “ 1
Superfanilies S_TKc superfamily ..I "l "1 .f'*
Hulti-domains S_TKe 1
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LRRFIP1 Isoform 1 of Leucine-rich repeat flightless-interacting protein 1
ENSG00000124831

IP100785113 . ' i B o s &5 = oo

uery seq,

125

19.1%

Both

No

IPI00783378

UBE20 Uncharacterized protein UBE20 ENSG00000175931

: = s i 100 1254
Query seq.

Specific hits

Superfanilies

159

21.4%

Both

No

ETPD438

IP100009771

LMNB2 Lamin-B2 ENSG00000176619

: 10 20 s “t0 sy 0
Query seq.

superfanilies ((TFEail superranily )

Hulti-domains Filament

74

23.0%

Both

Yes (10)

IP100170786

WBP11 WW domain-binding protein 11 ENSG00000084463

: 10 20 a0 “t0 s e e
Query seq.

superfanilies Hbp11 cupertamily

49

28.5%

Both

No

IP100016621

AP2A2 AP-2 complex subunit alpha-2 ENSG00000183020

] 115 250 i s &5 i a5 5t

Query seq,

Superfanilies (Erhesaan e o) fisha sanetin® =)

Hulti-denains Adaptin N

70

29.2%

Both

No

VFSD690

I - |-u| b g ‘

IP100397904

NUP93 Nuclear pore complex protein Nup93 ENSG00000102900

: 1 =5 a7 s 25 = ]
Query seq,
s

uperfanilies ( NIC superfamily )

111

37.5%

Both

Yes (10)

DALD157

IP100433169

ARHGEF1 ARHGEF 1 protein ENSG00000076928

] s =5 a7 sy w25 ki 75 ot
-

TPase inbsraction site A —

Query seq,

-
Specific hits RhoGEF
Superfanilies RGS superfanily RhoGEF superfanily

114

38.4%

Both

No

LSLD314

' !Ir:lh

IP100298935

JMJD1B Isoform 1 of JmjC domain-containing histone demethylation protein 2B
ENSG00000120733

i i | i | f i |
Query seq,

Superfanilies

112

38.4%

Both

No

T |

IP100655754

UFD1L Isoform Long of Ubiquitin fusion degradation protein 1 homolog
ENSG00000070010

! B 1o s o = s o
Query seq.
Superfanilies ( UFDL superfanily )

Hulti-domains UFD1

34

40%

Both

No

IPI00026940

3 of27

NUP50 Nucleoporin 50 kDa ENSG00000093000

] & m 5 spo a7 w0
o

Query seq.

o Freey
specific hits RanBD
superfanilies ( NUP50_superfamily ) PH-like superfamily

92

41.0%

Both

Yes (10)

I R f—
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LMNB1 Lamin-B1 ENSG00000113368 :
1‘ ) ) ) ) 1%“ ) ) ) ) z%m ) ; ; ) a‘iﬂ ) ; ) ) “iﬂ ; ) ) ) s‘iﬂ ) ) ) ‘ss‘e Tm l.llll"'l . :'P‘
IP100217975 ::::,g\;::giias 218 41.8% Both Yes (10) I IEEIIINE = ‘—
Hulti-domains Filament
ol il d “_
ma Fd'
ARCN1 Putative uncharacterized protein DKFZp686M09245 ENSG00000095139 :
1 7 150 225 300 £ as0 525 ss2 L L e e —
LA ———— 100 45.1% Both No 1
superfanilies ( Adap_comp_sub_superfamily ) e
Haw 14
11 e
GTF2B Transcription initiation factor 1B ENSG00000137947 !
IP100022820 | specitc nite G = 53 54.5% Both No :
Superfanilies (st pisben o mm (CCYELTN superfanily ) :
Hulti-donains suAzZ IF 1 ™Ei:
=k 1 e
-
USPS5 Isoform Long of Ubiquitin carboxyl-terminal hydrolase 5 ENSG00000111667 ;. ]
s s et bt et i s kIR 5
IPI00024664 .. vic 181 55.7% Both No DDLD768 " . i
::Z::t:::i:: ZF-UEP super + el NEA su = Perptidas a 2
how ||i| || b—
AP3D1 Isoform 5 of AP-3 complex subunit delta-1 ENSG00000065000 Cow o VI
PIOO719680 Smtritises e T e | 106 | 56.8% | Both No
Hulti-donains Adaptin_ N
U2AF2 Uncharacterized protein U2AF2 ENSG00000063244 -
1 7 150 25 300 475 450 47 0 ——— -
ery <o R T, LR TR R R R R, M o |
IPI00746657 gupz?fangiies ((RRALL superfamily ) (FRA_L superfanily) AR supertami]) 166 59.5% Both Yes (10) MTPD128 —— - '5—~
CPSF1 Cleavage and polyadenylation specificity factor subunit 1 ENSG00000071894
PI00026219 e e (o T e | 78 66.6% Both No D o
Hulti-donains CPSF_A
EIF3B 99 kDa protein ENSG00000106263 r ::'I'l'l'l fist ;.' ! r’
1‘ | | | | u;s | | | | 2§n | | | | :15 | | | | s-;n | | | | az‘s | | | | 1s‘n | | | | 57‘1 1 ::‘
IPI00747447 | Soperrimtises 126 67.2% Both No 1
Hulti-donains COGS3%4
n
AP2B1 Putative uncharacterized protein DKFZp781K0743 ENSG00000006125 NI - .“i
Ry v eeet et et s e seve e i
IP100220991 | specific hits 204 68.7% Both No 1
Superfanilies fipha_sdoptinc2 3 'L
Hulti-donains Adaptin N "k
EPRS glutamyl-prolyl tRNA synthetase ENSG00000136628 rm—
1‘ | , | | 2?“ | , | , 5%“ | | | | 7-'}“ | | N | “I““ | | | ‘2|5“ | | | | “5“? II|II [ 10 rl\l Illl L1l r III;
Query seq. active zits MR A ! et I.|I n 1 .
e meeis , Mo
IPI00013452 ¥ 218 70.3% Both Yes (8) 1
superfanilies s s s
Hulti-donains P-RI:OSZ;:; PRKO8661
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PPM1G Protein phosphatase 1G ENSG00000115241

: - ,s‘n = a g " e i |H-p -0
IPI00006167 uuer? ?El‘l | Petive site Rctive site A A 158 70-3% Both No .

specific hits
superfanilies PPZCo superfanily PP2Cc superfamily

L L]
EEF1G Elongation factor 1-gamma ENSG00000186676
e | " 50 s s s o I
IPI00000875 .70 " 309 | 71.4% Both No | EEMD264 pmE|d. n-.q
Specific hits GST_C_EFBlgamma
Superfanilies m 1 I
Hulti-donains Gst 5
- .rii
TRIM28 Isoform 1 of Transcription intermediary factor 1-beta ENSG00000130726 il
IPI00438229 | srovsrer vace 443 72.8% Both | Yes (10) - wl
superfanilies 4
m :
SF3A1 Splicing factor 3 subunit 1 ENSG00000099995 ' 'il'l' . Ir v
4 1 B a7 s 525 s e t
IPI00017451  gponiric hits 185 73.2% Both No

superfanilies

DNM2 98 kDa protein ENSG00000079805 L —
query ceq. | ks mE T X T il 7 Myl 1ol D ;—

LI )
IPI00794575 | specitic hits 127 73.3% Both Yes (10)
superfanilies (T DYNC superfamily )
(

Dynamin_M superfamily )]

Hulti-donains Dynamin_N

GFPT1 Isoform 1 of Glucosamine--fructose-6-phosphate aminotransferase

[|somer|zmg] 1 ENSG00000198380 g
"y p—

! ! i ! ! ! 7
ﬂuerg s:q n
IPI00217952 . . dioes rerace A man "  Seiace d dman an 181 73.9% Both No vl
specific hits
Superfanilies Gn_AT_II superfamily SIS superFamJlg SIS superfamily
Hulti-domains " o

MCM6 DNA replication licensing factor MCM6 ENSG00000076003 I :|‘||F||I -l B | E

IP100031517 ::::3;2:21.95 ) 202 75% Both No
Hulti-donains MCH
[T I
DYNC1H1 532 kDa protein ENSG00000197102 o ’
IPI00477531 2, : ‘ : ‘ e : e | 353 | 765%  Both No §
Hulti-donains DHC_N1 DYN1 :
[

PCBP1 Pon(rC) blndlng proteln 1 ENSG00000169564

IPI00016610 ......,....1 it bindans raion A A leic asid binding rasion A An 2 302 80.2% Sn o AGID261

Specific hits PCBP_like_KH PCBP_like_KH KH-I ' . - :
suporfanilice Xi-T soperfamily KH-T super Family I - E

‘II m IIIII1 III I* II I;E—
SYMPK Isoform 1 of Symplekin ENSG00000125755 i

0 w0 750 o 1274

IPI00023344 | query sea. ! ! ! ! | 94 94.2% Both No

50f27




Supplemental Table 1 - Dix, M.M., Simon, G.M., Cravatt, B.F., 2008

CHD4 Isoform 2 of Chromodomain-helicase-DNA-binding protein 4 ENSG00000111642 (O I1|||\w||||| |- '\H [ ?
—— ‘ 25‘n s?n 1?n i ii:w — ﬂ‘Sﬂ 1s‘nn 17|5n m‘w L I thin
IPI00455210 B ot 246 | 984% | Both No |EATD1234) " -
superfanilies G T0) 0P85 e HOGT2 sumerd
Hulti-domains SNF2_N
DHX9 146 kDa protein ENSG00000135829 lIIHI'II TIIH T
0 5 e e e "
ﬂuerg qu " RTP birding site & mobif m A ATP-binding sits 4 M
IP100742905 e s e et a s 201 100% Both Yes (10) | DTPD96

< cintins ras
DEXHc HELICC
o et s

Specific hits
Superfanilies

SAE1 SUMO actlvatlng enzyme subunit 1 ENSG00000142230

Iy :mmc_hgs ) Fﬁﬂ_ : : frr | 100% Both No - DGPDI® iy g g mpeymmr
uperfanilies . E1_enzuwe family superfamily ) [ ] [ =
El_enzyme_family superfamily | 5
el ol | =
L] -—
ATP6V1B2 Vacuolar ATP synthase subunit B, brain isoform ENSG00000147416 :
-] I P N = .‘ o " s
IPI00007812  spesitic hit= L —— i T — 150 | 100% Both No DL
Superfanilies =sunt_a ABC_ATPase superfamily EGERGD ST 4
Hulti-donains NtpB mr o oEmr
o o
DAK Dihydroxyacetone kinase ENSG00000149476 :
: 1 20 st “an st e - wnmm
IPI00551024 superrontiics DekT swerfanily ) (DakZ swerfanily ) 83 100% Both No :
Hulti-donains DAKL =" i

KIAA1429 hypothetical protein LOC25962 isoform 1 ENSG00000164944

= sm0 =0 e 150 1500 w80 12

IPI00036742 auers sea. | ! ! : ! : — 66 100% Both No
UBR2 Isoform 1 of E3 ubiquitin-protein ligase UBR2 ENSG00000024048 ' Ve
IPI00B40085 wery sn. | - = - S 0% C-term No '

Superfanilies

KTN1 Isoform 1 of Kinectin ENSG00000126777

IP100328753 Query ceq. [ ! ‘ ‘ ‘ ‘ 127 15.3% C-term | Yes (10)

ulti-donains Sinc

TTC1 Tetratrlcopeptlde repeat protein 1 ENSG00000113312

1w 15 20 £ 20
Query seq.

IPI00016912 oW 31 157%  C-term No

specific hits ) R
superfanilies TPR super-family -

L NN
FKBP15 Isoform 1 of FK506-binding protein 15 ENSG00000119321 ! it
IPI00853400 ik, e E— | 34 | 166% Ctem | No
Hulti-domains PRE10265 Smc
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CASP6 Isoform Alpha of Caspase-6 precursor ENSG00000138794

7 of 27

| : w " 20 . 0 20 2
IP100023876 susa e 32 18.7% C-term | Yes (10)
ecific hits 4
::pzrfanili:s CASc superfamily S— = am @ g ﬁ
] -
PSMES3 Isoform 2 of Proteasome activator complex subunit 3 ENSG00000131467
IPI00219445 | auory sua. | : £ = o T | 223 | 189% = Cerm | Yes (10)
superfanilies  (PAZA_alpha superanily ) ( PA28_beta superfamily )
POLA1 Uncharacterized protein POLA1 ENSG00000101868 - AT
wory s | il o
IPIO0BAT655 aciric bise SRR T S v b 61 21.0%  C-term No
Hulti-domains DNA_pol_B
POLBc
COPS6 COP9 signalosome complex subunit 6 ENSG00000168090
IPI00163230  tuery sen. = = z e | 33 214% | Cterm | Yes (7) ;
superfanilies ( Mow34 superfamily ) p——
(T =
THOC4 THO complex subunit 4 ENSG00000183684
IPI00328840 suery wen. | = ot L L' 34 214%  Cterm No | DLFD101
Superfanilies (_RRA_1 superfamily )
SEC23IP Isoform 1 of SEC23-interacting protein ENSG00000107651 "Leltmirnn b_
.| e =0 o aw o . e o
IPI00026969 .. . AT 44 26.0% | C-term No :
Superfonilics
SNX2 Sorting nexin-2 ENSG00000205302 - "I'" — H__,_
IPI00299095 uery sea, | ‘ ' L ‘ ‘ _— '] 103 285% | C-term No vispgs | B i lumld s ==
Superfanilies [ sorting_nexin superfanily | (U PX superfamily ) ( BAR_superfamily )]
TDP1 Tyrosyl-DNA phosphodiesterase 1 ENSG00000042088 W R I;___»
i m 200 300 m e 608 L
IPI00655885 auery seq, | ‘ ! : ‘ . . ‘ 38 31.2% C-term No
Superfanilies C Tyr-DNA_phospho superfamily )
1 e
SRRM2 Isoform 1 of Serine/arginine repetitive matrix protein 2 ENSG00000167978
IPI00782992 auers con. | = i || 32 37.5% | C-term No
=
ABCF3 Isoform 1 of ATP-binding cassette sub-family F member 3 ENSG00000161204 e s et st e ot e st
e e ”‘ A o s o " .
"TTEEEInMTn =__
IP100465160 G prmsrerter i 84 37.7% C-term No !
Specific hits ABCF_EF-3
Superfanilics
Hulti-donains Uup
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IPI00002922

IPI00219676

TBL1XR1 F-box-like/WD repeat-containing protein TBL1XR1 ENSG00000177565

] = w0 =5 s a7 0 st

steuztual tetrad A AAA A AMA A AMA A AA A AMA A& 444 A Ak

Query seq.
specific hits

Superfanilies WD40 superfamily
Hulti-domains elF2Aa

53

38.8%

C-term

No

DNTT DNA nucleotidylexotransferase ENSG00000107447

7% 150 25 am0 a5 s s

Query seq.
Diner intenface

DNA terplobe primr binding sits 25 an A aa

Specific hits
Superfanilies BRET superfamily POLXc superfamily

53

40.7%

C-term

No

M PR I Y = Se——

IP100163505

IP100749082

IP100014263

IP100303882

IP100030654

IPI00456681

IP100003870

IPI00020127

8 of 27

RBM39 Isoform 1 of RNA-binding protein 39 ENSG00000131051

7 150 =5 00 a5 a5 s20
i i i i i h i i
Query seq.

superfanilies (Wi swertoty ) (L surertantsy )

NMT1 57 kDa protein ENSG00000136448

] = (g =5 a 575 i w0

Query seq,
Superfanilies ( NFT_superfamily ) NMT_C superfanily )
Hulti-denains NMT1

EIF4H;LOC653994 Isoform Long of Eukaryotic translation initiation factor 4H
ENSG00000106682

t | { i ! I
Query seq.

superfanilies RRM_1 superfamily

44

102

66

45%

46.1%

53.8%

C-term

C-term

C-term

No

No

Yes (10)

ERTD331

L L]

M6PRBP1 Isoform B of Mannose-6-phosphate receptor-binding protein 1
ENSG00000105355

t ! i f {
Query seq.

superfanilies [ Perilipin Superfamily )

89

55.5%

C-term

No

CPSF6 Isoform 2 of Cleavage and polyadenylation specificity factor subunit 6
ENSG00000111605

i { | i f { j
Query seq,

Superfanilies

Hulti-donains

250 sp i 110 150 150 17z

SUPTGEH 199 kDa protein ENSG00000109111

Query seq,

specific hits

superfanilies

Hulti-domains Tex

CLPP Putative ATP-dependent Clp protease proteolytic subunit, mitochondrial
precursor ENSG00000125656

: = i 5 20 a5 2
Query seq,

Superfanilies (

CLP_protease superfamily )

RPA1 Replication protein A 70 kDa DNA-binding subunit ENSG00000132383

10 200 a0 a0 s 616

Query seq.
Y g curvoc n

s - e

tnaric binding RPRY DBO-CRPRZ

Iy r
RERL DEO-CRPRD intorface Ak
u
v am oA
=

Specific hits

RPA1_DBD_C

Superfanilies RPA2_0BF fanily superfanily

79

290

70

156

55.8%

67.4%

79.3%

82.9%

C-term

C-term

C-term

C-term

No

Yes (2)

No

No

TDED96




Supplemental Table 1 - Dix, M.M., Simon, G.M., Cravatt, B.F., 2008

DDX42 Uncharacterized protein DDX42 ENSG00000198231

W "dag'fg | :
: 1 E B s w2 o wrs s 1 I | i
— il ! Jp—

Query seq.,
T i e A e A A i 8
acieohide binding resion & A& 0 ¥
IPI00783850 ,,.i¢1c hive 85 83.3% C-term No
Superfanilies ABC_ATPase superfanily | |HELice sursefamily
Hulti-donains PRKO1297

DNM1L Isoform 1 of Dynamin-1-like protein ENSG00000087470

i 12‘5 zs‘n :‘:s STH 32‘5 1:‘m 'III s III Ilr Ll rl%_‘
Query seq. u I K ‘|
IP100146935  swerfanilics [ o i ( : Dynamin M superfamily ) 0 zureronils 198 95.6% C-term Yes (8) q
IC supertamily
Hulti-donains Dynamin_N
n m

CHD3 chromodomain helicase DNA binding protein 3 isoform 3 ENSG00000170004

4 zs‘n HT 7?n 1000 ‘z‘sn 1S‘M 17‘5m zn‘qs n [ 1  I—

Query seq. o o
Plo0ag5222 65 100% | Cterm | Yes (8)

Superfanilies cHo E DUF 1086 HOCTZ surer o

Hulti-domains

EIF4E2 Uncharacterized protein EIF4AE2 ENSG00000135930
IPI00744211 | tuery sen. b i £ — £ T oar7 100% | Cerm | Yes (4)

Superfanilies ( TF4E superfamily ]

STIP1 STIP1 protein ENSG00000168439 : T

—— R T ST I [P
IPI00479946 .. ...~ o 4 R 320 100% | C-term No | KELD302 !

et itins EENG . . .

Hulti-domains C0G4783 3

. |

YARS Tyrosyl-tRNA synthetase, cytoplasmic ENSG00000134684

7% 150 225 an ES 50 2

- 180 | 100%  Cderm | No LI B 1

Query seq.

an A
SR a0 MKS et

[
specific hits
Superfanilies nt_trans superfamily

IP100007074

ARS2 Uncharacterized protein ENSP00000314491 ENSG00000087087

; i o o o e ,s‘ﬁ o
IPI00375144 | auery seq. 174 100% C-term No
Superfanilies ARSZ superfamily

KPNA4 Importin subunit alpha-4 ENSG00000186432

IPI00012578  spesitic hits m— Fﬁ- R = ”— 66 100% C-term No
Superfanilies IBB superfamily ARM superfamily ARM superfamily ARM superfamily
Hulti-domains SRP1

C4orf27 Uncharacterized protein C4orf27 ENSG00000056050

IPI00016532  query sea. | : ! ! ! ! ! ! 43 100% C-term No FYYD111

PLRG1 Isoform 1 of Pleiotropic regulator 1 ENSG00000171566

: = 150 25 a0 ars a0 st
Query seq. - m 1

specific hits

IPI00002624 e S S sl 32 100% Ceterm No - N §—

Superfanilies WD40 superfamily
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RB1 Retinoblastoma-associated protein ENSG00000139687

T
11 '

10 of 27

Hulti-domains

IPI00302829 | auers son. | L = i Lo - =L Tl | 279 0% Multiple | Yes (10) - i
superfanilies ((RB_A superfamily ) ([ #8b surertanily [ Rb_C superfanily ) B
1 nworoa
RBM26 Isoform 1 of RNA-binding protein 26 ENSG00000139746 ! . F
IPI00166555 mery s, [ = = i ok i & T 1 39 0% Multiple No ;
uporfoniiics , -
TARDBP TDP43 ENSG00000120948 ‘
IPI00025815  rs s, - - = = Lol | 37 0% Multiple | Yes (10) - mw |
superfanilies (RRILL superfamily ) fANE srrfardd 5
1 N | —
[] [] e
L] :
KIAA0460 Isoform 1 of Uncharacterized protein KIAA0460 ENSG00000163125
IPI00384541 o ohif ome 2 = 2 42 0% Multiple No
superfanilies
FLJ12529 Isoform 1 of Cleavage and polyadenylation specificity factor subunit 7
ENSG00000149532 DLID9
1 7% 150 225 200 975 450 47 0, i ’
IP100550821 wary son, | ; i i i j M 74 0% Multiple No DQID29
Superfanilies RRM_1 superfamily
PPIL4 Peptidyl-prolyl cis-trans isomerase-like 4 ENSG00000131013
o5 T SN —— 33 0% Multiple No |DLPD232
FAMB2A Isoform 2 of Protein FAM62A ENSG00000139641
wory o, bbbttt e bbb il
IPI00746655 | spasitic nivs = S = 37 0% Multiple No | THVD972 o f
superfanilies ©2 supertamily AR =
Hulti-domains COG5038
PARP1 Poly [ADP-ribose] polymerase 1 ENSG00000143799 . :
. ; P 0 s 5w o e L1 h" [ =
very sea. . ;
IP100449049 ]n = a i 166 0% Multiple | Yes (10) wa
Specific hits
5:perfam’.1ies PoORE mu 8 surartan mﬁﬂm 0 , - |
e 1
VPS13C Isoform 1 of Vacuolar protein sorting-associated protein 13C IR
ENSG00000129003
IPI00465428 | auers sen. | = I 46% | Multiple No ' T
Superfanilies
Hulti-donains MRS6 MRS6 MRS6 EL
SPTAN1 Uncharacterized protein SPTAN1 ENSG00000197694 ;
i : : e e ——— A ‘m |
PO melu I Wﬂm lhlg :
ecific hits P ek i [
IPI00745002 " " 1202 46%  Multiple | Yes (10) |DKGD1484 ' :
suporfanilice T i o5 o s e [ Wi
= s coars e curot [oE0 copsreml]  BPEE cuponsen) e coraren}
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CASP2 Isoform ICH-1L of Caspase-2 precursor ENSG00000106144

: 4 w0 s ane ars

ss2
i

11 of 27

Query seq.,
IP100291570 e 68 57% | Multiple | Yes (10) o=
ecific hits
S e -
L]
FYB FYN binding protein (FYB-120/130) isoform 1 ENSG00000182977 aern e
{ s = I o i i P ! THSD447, jm  =u 1 —
IPI00073110 uers,cen. —_— 65 58%  Multiple | Yes (1) | 5apgoo 1
[ ok
1'["”“\' \I\II"JI\ IIH:F.
GOLGB1 Golgin subfamily B member 1 ENSG00000173230 IR &
IPI00004671 Lmt.ie,. B —— 85%  Multiple | Yes (8)
Smc mukB
VIM Vimentin ENSG00000026025
IPI00A18471 Somteimtine ey ‘ : : : = | 123 | 108%  Multiple | Yes(10) DSVD85
Hulti-donains Filament
L} LI |
II II IIII
I: \‘ |‘|‘H‘;‘ H 1 HHII 1 E - = “
e " [ : "
RANBP2 E3 SUMO-protein ligase RanBP2 ENSG00000153201 R
IP100221325 Submit Query 183 11.4%  Multiple | Yes (10) i
I b
ILKAP Integrin-linked kinase-associated serine/threonine phosphatase 2C
ENSG00000132323 ;
IPI00006164 | tuery sen. x = = z sl | 84 11.6%  Multiple No sl b e—
ecific hits
i:perfanili:s PP2Cc superfamily " om 18
THUMPD3 THUMP domain-containing protein 3 ENSG00000134077
IPI00306127 %%, : : e e e | 74 125%  Mulile = No | SEQD496
Hulti-donains C0GO116
GOLGA3 Isoform 1 of Golgin subfamily A member 3 ENSG00000090615 "
IPI00305267 | ery v, : : e : "] 148 | 134%  Multiple | Yes (10)
Sme
SPTBN1 275 kDa protein ENSG00000115306 s |
75KDa protein ENSGOOOOS306. | T
o binting sorrors o A M '\|\‘ |l| ,I\I‘II
IPI00794135 | spevitic hits 963 14.8%  Multiple | Yes (10) |ETVD2148 ‘
Superfanilies
GPKOW G patch domain and KOW motifs-containing protein ENSG00000068394
IPI00024255 | tuers sen. £ £ = i deil | 51 16% | Multiple | Yes (10) emmmm ol
Superfanilies e E— 1 EmoEm [
= o= [] -
LLL] E——<
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SH3KBP1 Isoform 1 of SH3 domain-containing kinase-binding protein 1 :
ENSG00000147010 - oo E—
IPI00294962 e : ‘ ' ‘ "l 43 19.2%  Multiple No DIFD508
::::::::11:: n m o S—
WDHD1 126 kDa protein ENSG00000198554 i | n'ﬁ_F—
o] 0 o = o = T :
IPI00748353 qityiv ey mamm st 89 19.6% | Multiple No
superfanilies [N [ i S—
EIF5B Eukaryotic translation initiation factor 5B ENSG00000158417 e
| = = = »
IP100299254 184 21.7% Multiple No VTVD288 | ' 1 '
Specific hits
Superfanilies F
Hulti-domains PRKO4004
[N ———=
EIF4G3 Isoform 1 of Eukaryotic translation initiation factor 4 gamma 3 ‘| o
ENSG00000075151 | I
IPI00646377 | 1 i @ L | 93 25.9% | Multiple | Yes (10) ;
superfanilies (IR swertaniin ) )
URP2 Isoform 1 of Unc-112-related protein 2 ENSG00000149781 :
f i £l £l w0 st oo 57 LRRREE T L  jp—
IPI00397834 morvepmeiises 335 30% Multiple | Yes (10) |DDLD324 s «v + Ik & i
Hulti-donains B4t I\H '||| rh "H"' F ‘
] i
1 ||| na L L I - f——
SF3B2 splicing factor 3B subunit 2 ENSG00000087365 :
IPI00221106 auees sor. | L 1 & * * i T 59 | 303%  Muliple | Yes(10) FAMD7TIT, oo
Superfanilies (oo supsrsmaty ) 57 suwer) : DFSD863 "] -
ACBD3 Golgi resident protein GCP60 ENSG00000182827 :
1‘ 7|§ li‘ﬂ 21;5 :l?ﬂ :17‘5 o?n sz‘m ll - - ¥ “I :
IPI00009315 “™ =" o bl rohet 36 30.7% Multiple | Yes (5) | VSVD15 | . . :
Superfanilies | —
1 m
IRITET
EIF4G1 EIF4G1 variant protein (Fragment) ENSG00000114867 . gy "
i =0 S0 750 I 150 1500 1524 l q
IP100220365 tuery seq. | ‘ ' ‘ ' ‘ ‘ " 579 31.9%  Multiple | Yes (10) T
Superfanilies RS super E -
1 1 g
':':“‘Illllf.' D
CKAPS5 Cytoskeleton-associated protein 5 ENSG00000175216 i "“"‘|,|b,| ‘,up,: L
IPI00028275 | query con, x * T 1 201 37.0%  Multiple No IEND1495 !
o
RIF1 Uncharacterized protein RIF1 ENSG00000080345
IPI00293845 | query con, x 72 38.8%  Multiple No
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IPI00002255

IPI00396387

IP100013214

IPI00290460

IP100183626

IPI00644386

IP100020991

IPI00170935

IPI00465294

13 of 27

IP100101968 ~

LRBA Lipopolysaccharide-responsive and beige-like anchor protein ENSG00000198589

S0 thn 500 00 2500 2560

Query seq.
al betrad

Specific hits

Superfanilies

Hulti-domains Beach

76

40.5%

Multiple

No

GNL1 Isoform 1 of Guanine nucleotide-binding protein-like 1 ENSG00000204590

i 200
[T T Tt T ST R STt S

m Em a7

Query seq.
TP M2+ binding site 4
4 bax

specific hits
Superfanilies 50 _TPazs supsrranil o _fPazs ure

Hulti-donains C0G1161

MCM3 DNA replication licensing factor MCM3 ENSG0000011211

s =5 o7 st 5 ™ oo
Query seq.
Superfanilies

Hulti-domains

EIF3G Eukaryotic translation initiation factor 3 subunit 4 ENSG00000130811

: = 10 s 2 a5 s
Query seq.

Superfanilies RRM_1 superfamily

PTBP1 polypyrimidine tract-binding protein 1 isoform a ENSG00000011304

= 5 =5 st a7 = s o
Query seq.

superfanilies ) (A et ) ) (e

534

358

91

372

46.5%

47.1%

50%

51.4%

Multiple

Multiple

Multiple

Multiple

Yes (10)

Yes (10)

Yes (6)

Yes (10)

m =

IFr rmo
n,

1

pas:

i1 .|

FUBP1 Isoform 2 of Far upstream element-binding protein 1 ENSG00000162613

m 200 am0 s00 00

G0 aes
ST T S Tt St T T T M A TS ST S N S S T AR

[
Query seq.

specific hits
superfanilies

149

55.1%

Multiple

No

HHGD181

“{irifu

CDKN2AIP CDNA FLJ20036 fis, clone COL00219 ENSG00000168564

1w 200

an
I T TS A T S ST Set M S—Y

i a0 510 sa0

S T TR |
Query seq.

LRRCA47 Leucine-rich repeat-containing protein 47 ENSG00000130764

: 1 20 a0 o s =
Query seq.
Sub ite

superfanilies LRR_RI superfamily ) B carert
Hulti-donains pheT

DBNL Isoform 3 of Drebrin-like protein ENSG0000013627!

: = i =5 £l a7 s
Query seq.
o azalie

P . Prolins-rich Lisan

specific h:

superfanilies ADF_superfamily

CDCS5L Cell division cycle 5-like protein ENSG00000096401

: 15 =0 ars <0 w25 = o
Query seq,
B8 binciing site &

specific hits  |EEIH
superfanilies

Hulti-domains REB1

47

50

114

36

61.9%

64.2%

64.4%

66.6%

Multiple

Multiple

Multiple

Multiple

No

No

Yes (10)

ik ri
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RANBP3 Isoform 1 of Ran- b|nd|ng proteln 3 ENSG00000031823
auery seq. I P LA L P hij oo )
IPIO0026337 e i o 57 68.1% Multiple No
specific hits RanBD I I - ———
superfanilies
i b=
PCBP2 pon(rC) blndlng proteln 2 isoform a ENSG00000197111
IPI00796337 | cisic i viniirs resion smmalEis™s 4 2 pa 411 70.1% Multiple No

Specific hits POBP_11ke_KH PCBP_1 i ke_KH KH-1 ! [ F
Superfanilies KH-I superfanily KH-I superfanily ! =g

1 2

.k

HNRPK Isoform 2 of Heterogeneous nuclear ribonucleoprotein K ENSG00000165119

e -
IP100216746 ool ek binding resk 737 72.2% Multiple | Yes (10) | LESD129 1 1
pecific hits

Superfanilies FONT cupria| KH-I superfamily )

ML | LR N 11
KIAA1967 Uncharacterlzed protein KIAA1967 ENSG00000158941 o

vty

IPI00182757 | tuory son, s ol s oot o] | 160 80%  Multiple | Yes(3) | TDTD496 | " '""'" |
LR}
L} 1

RPSA Rlbosomal protein SA ENSG00000168028

£ i 150 200 280 a0

IPI00413108  suery s bl b bbb bbb it | 39| 81.2%  Multiple | No

uparfalulles C Ribosomal _S2 superfamily )

NCL Isoform 1 of Nucleolin ENSG00000115053

IPI00604620  uery sen. SSepe ‘ ‘ ‘ ‘ ——— 601 100% Multiple | Yes (10)

Superfanilies Rt suportant) (@1 cwporean) AL supeream]  [RIL cuponsan])

KHSRP Isoform 2 of Far upstream element-binding protein 2 ENSG00000088247

Query seq.,
-

G mobié A

IPI00855957 350 100%  Multiple | Yes (10) | STPD102
Specific hits
5:P=rfan11ies
-
m
MATRS 100 kDa protein ENSG00000015479 4 HE |;
N R T T T o X
IPI00789551 Simctintise. 169 100% | Multiple | Yes(10) | DETD681 | ,  ,,
Hulti-donains MDN1
L ] III
TMPO Lamina-associated polypept|d92|soform alpha ENSG00000120802 mem g poam
IPI00216230 | tuers sen, st ol it e il Lol et | 89 100%  Multiple | Yes (10) | EERD441 m1="=m |
upzrfanllles Eﬂ -
LI}
SSRP1 FACT complex subunit SSRP1 ENSG00000149136
N T T
Query seq. s ! s 4 s s ! s 4 s 4 ! s 4 s s ! s s . ! s 4 .
IPI00005154 speciric hits 59 100%  Multiple | Yes (10) =g 'y
Superfanilies (C_Rtiio6 superfamily )
¢ REE106 superfamily ) ' L
1 1
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HNRNPAO Heterogeneous nuclear nbonucleoproteln A0 ENSG00000177733

1 50 00 150 200 20 a8

15 of 27

IPI00011913 | auery seq. ! — ‘ - S 35 100% Multiple | Yes (10)
superfanilies  (CRRM_1 superfamily ] [RRM_l superfamily )
-
-
TNPO1 transportin 1 isoform 1 ENSG00000083312 :
s s ““ . . o Ilqllqi.’..rrllf
IPI00024364 speciric hits ., 218 100% | Multiple No PN
Superfanilies RN srer (R sarervamiTe 1 1 -
Hulti-domains KAP9S [ | ) 1
STRAP Serlne threonine kinase receptor -associated protein ENSG00000023734
s s w :
IPI00294536 ¢ coisin b e 214 100% Multiple No :
;PP:'I" mm dNj=] EFyE
- am d
nm
COPA coatomer proteln complex subunit aIpha isoform 1 ENSG00000122218 " '||'-?'|-'||||'||'! '
250 5o =0 o0 1253 i =
uuerg seq. — I. .“‘“l“H 4 ! 4 L L L L 1 f f N Pl :
IPI00646493 | specific hits 198 100% Multiple No PELD902 T
::::;i::i:: Cememm———— "
HNRPM Isoform 1 of Heterogeneous nuclear ribonucleoprotein M ENSG00000099783 T I ST |
IPI00171903 2:::3,:3”%‘ e = -1} 100%  Multiple No w o, BT
= - ot
Il
G3BP1 Ras GTPase-activating protein-binding protein 1 ENSG00000145907 :
wmsgqm‘ - ] w o m o amme s -r rerm
IP100012442 s - 157 100% Multiple No :
specific hits NTF2
spertanilion
SYNCRIP Isoform 1 of Heterogeneous nuclear ribonucleoprotein Q ENSG00000135316
IPIO0OT8140 sy Il Pl 105 100%  Multiple | No
ANXA11 Annexin A11 ENSG00000122359 ¢
IPI00414320 gy, Ittt b 81 100%  Multiple | No " E=—
L] 1 g.‘
ATG3 Isoform 1of Autophagy-related protein 3 ENSG00000144848
IPI00022254 tsers e o i e e 100% | Multiple No | DDGD104
p:rfamlnex [ Autophagy N superfamily ) ( Autophagy C superfamily ) | 1
-.
n
CDC73 Uncharacterized protein CDC73 ENSG00000134371
£ 150 225 a00 475 450 531 L} mi i imm | ———
IPI00844286nu=rus=w“"“"““"""““"““_“"""‘ 57 100% Multiple No '
Superfanilies ( CDC73 superfamily )] s
on [ T —
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GBF1 Golgi-specific brefeldin A-resistance guanine nucleotide exchange factor 1 RN
ENSG00000107862 :
IPI00021954 7%= | T : : = 69 0% None No

Superfanilies

Hulti-domains COG5307 : éﬂGﬁBO?

ARFGEF1 Brefeldin A-inhibited guanine nucleotide-exchange protein 1 P F—

ENSG00000066777 :
IPI00002188 7% =% | e : : : Y 0% None No

Superfanilies i

Hulti-domains COGS307

e

WAPAL Isoform 3 of Wings apart-like protein homolog ENSG00000062650 :

IPI00412441 wory on. | = . = o | 33 8% None No

superfanilies WAPL superfamily

PKN1 protein kinase N1 isoform 1 ENSG00000123143

15 =0 S sio 625 %0 a5 s YEET] ! " : -
Query seq. i - Foe i i { i i i j ™0 |r| 1" #
o e aphobic ;|

aw abi
IP100412672 TN e shoshorgiaion site & 62 10.7% None Yes (10)
Specific hits HR1
Superfanilies 5_TKc superfamily
Hulti-donains S_TKc

' h " ! r_
SIN3A Paired amphipathic helix protein Sin3a ENSG00000169375 par :

] Ed s i w0 17

IPI00170596 g:::?fi:giies 30 11.7% None No

Hulti-denains SIN3 SIN3

GCLC Glutamate--cysteine ligase catalytic subunit ENSG00000001084

' I mm
iR e

IPI00215768| tuers sea. . ‘ ‘ ‘ ‘ — 43 0% N-term | Yes (10)

uperfanilies ( GCS superfamily )

TACC3 Transforming acidic coiled-coil-containing protein 3 ENSG00000013810

IPI00002135  tuery zen, | £ = £ * = S || 35 0% N-term No et i

Superfanilies TACC superfamily

DBR1 Isoform 1 of Lariat debranching enzyme ENSG00000138231 L i ma =
IPI00305545  uery s, | g L - i - L a7 0% N-term No D

Superfanilies ( PP2Ac superfamily ) (C DBRI superfamily )

STK4 Isoform 1 of Serine/threonine-protein kinase 4 ENSG00000101109

s oo, | - P an o w :

ot s S L =

B e i 40 0% N-term | Yes (10) v B

Hulti-donains S_TKc

CHMP?7 Charged multivesicular body protein 7 ENSG00000147457 :

1 & = =5 s w75 i - " - o=

IP100395463 | auery sea. - 34 0% N-term No ' K =

Superfanilies & Snf7 superfamily )
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MTAT1 Isoform Long of Metastasis-associated protein MTA1 ENSG00000182979
—yoer, | o 20 ) o e oo =
IP100012773 specific hits BAH_MTA 42 0% N-term No
Superfanilies — LH2 supsr -+
o 1 [~
CLASP1 Isoform 1 of CLIP-associating protein 1 ENSG00000074054 :
IPI00396279 awers cor. | - & T a7 0% N-term No
superfanilies
il i
NCAPH Condensin complex subunit 2 ENSG00000121152 weer ot v
IPI00299507 | suers ses. | i L e & I 30 0% N-term No | DFPD366 §
superfanilies ( Barren superfamily ) [N i —
1 1  ——
PRPSAP2 Phosphoribosyl pyrophosphate synthetase-associated protein 2
ENSG00000141127
IPI00003168 | query seq. | z . = * = * TP 36 0% N-term No DLVD223 ;.
Superfanilies ( Pribosyltran superfamily ) ne "l = hl:
Multi-donains PrsA d
=" 0l
AAK1 AP2 associated kinase 1 ENSG00000115977 .
wworg von. | 2 i hd 5 3 i d = A TR
IPI00479760 ™ it v 32 0% N-term No
Specific hits S_TKc
Superfanilies
Hulti-domains S5_TKc
EPS15L1 Epidermal growth factor receptor substrate 15-like 1 ENSG00000127527 '
- : i a0 o o o ) ot ' " | .
ey e, — L T E
IPI00163849 ... .o a 44 0% N-term No
Specific hits
Hulti-donains EH EH
DOCK2 Isoform 1 of Dedicator of cytokinesis protein 2 ENSG00000134516 o
. : = ww e :
IP100022449 "% 61 3.9% N-term No DQPD208
Superfanilies
Wi
SRP72 Signal recognition particle 72 kDa protein ENSG00000174780 :
T L L L L ¥ Tom REL 0D E—
IPI00215888 specisic hive i 81 4.6% N-term | Yes (10) g
b | ®
Hulti-domains PRK11788
i1 me =i FE—
EDC4 Isoform 1 of Enhancer of mRNA-decapping protein 4 ENSG00000038358 el ot E,
IPI00376317 tuers sen.  mlemmlrmis : : : : '] 105 | 126% | N-term No '
Superfanilies
PPP1R12A Isoform 1 of Protein phosphatase 1 regulatory subunit 12A T R
ENSG00000058272 Pt :b
1 125 250 375 s00 525 Y 575 10001030 ! i
IPI00183002 Sreviric hite 72 13.8% N-term | Yes (8)
Superfanilies
ANK_superfamily
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GRIPAP1 Isoform 1 of GRIP1-associated protein 1 ENSG00000068400

18 of 27

IPI00413942  query sea. | = i = * £ z T | 54 142% | N-term | Yes (10) | EERD579
EPS15 Epidermal growth factor receptor substrate 15 ENSG00000085832
1 575 5o 825 750 896 m L1] -
vory son. | ' ‘ ‘ ' ! e |!i:|"|
IP100292134 57 14.8% N-term No
ecific hits
::pzrfanili:s H superan
Hulti-donains EH EH EH Smc
PPP4R1 Isoform 1 of Serine/threonine-protein phosphatase 4 regulatory subunit 1
ENSG00000154845 ' -
IP100411730 . : i = s o s = s e 41 16% N-term No
uery seq.
DDX1 ATP-dependent RNA helicase DDX1 ENSG00000079785 —_ - l )
o o o - " o o I e =
IPI00293655 T e Y 312 16.0% N-term | Yes (10) :
LASP1 Isoform 2 of LIM and SH3 domain protein 1 ENSG00000002834
IPI00386803 | tuery wes. | : = £ =t =t Ll | 58 18.1% | N-term | Yes (10)
superfanilies  (CLTH superfanily ) e
-
GEMIN5 Gem-associated protein 5 ENSG00000082516 wew
1 280 500 780 1000 1250 1508 i Lo
Query seq, [ L ! L ! L ]
IPI00291783 ., 30 18.7% N-term No
Superfanilies (HD40 superfanily )
(CWDA0 superfamily )
R0y BN ] 'ib‘
SAPS3 Isoform 5 of SAPS domain family member 3 ENSG00000110075 - :
1 125 250 275 si0 825 750 879 1 umm 1 N
IPI00719725 | auery sea, ‘ ‘ . ‘ ‘ ‘ ‘ 85 21.2% N-term No
Superfanilies ( SAPS superfamily )
NEK9 Serine/threonine-protein kinase Nek9 ENSG00000119638 L
o 1‘ 1:;5 2§‘ﬂ :15 s-;n m‘s 7?n 57‘5 97‘9 II I Irl I‘I II [ ] :F
uery seq. Er i :
IPI00301609| ™= L e 42 22.7% N-term No !
Specific hits 5_TKc
Hulti-donains S_TKc ATS1
CDC123 Uncharacterized protein CDC123 ENSG00000151465 :
IPI00514175 ters son, 1 % w i : £l 250 a0 s 4 23.0% N-term No I I e I-. :
Superfanilies ( D123 superfamily )] n - ——
PARN Poly(A)-specific ribonuclease PARN ENSG00000140694
4 . ﬂ.n an w “ w e T % I T e
IPI00294744 4o .. 39 25% N-term No !
Superfanilies ( CAFL superfamily RaH superfamily| CAFL superfamily) [Abina zupenran)
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CNN2 Calponin-2 ENSG00000064666

; ” o 50 e 0 e
Query seq. -
st O ey e —
IPI00015262  seecitic hits 113 27.2% N-term No
superfanilics CH_superfamily

Hulti-domains SCP1 1R 1 I
[ ] - [ ] n
- -

PICALM Isoform 1 of Phosphatidylinositol-binding clathrin assembly protein
ENSG00000073921

: 10 200 a0 a0 s00 o o2 1. [ [ 4
IPI00290738 | %4523 visi sive s 102 31.2% N-term | Yes (10) I 'l | | I.
n

specific hits
Superfanilies VHS_ENTH_ANTH superfamily

VHS_ENTH_ANTH 5 "

FNBP1 Isoform 2 of Formin-binding protein 1 ENSG00000187239

s oer, | e 2 ae e N a0 T o Cr ok
IP100102670 y s Yo e 41 33.3% N-term No torrn " —

ecific hits

i:vvrfanili:s HRY superfamily HY superfani

DKC1 H/ACA ribonucleoprotein complex subunit 4 ENSG00000130826

e [ 50 s ap s e w0

S . el zite - _ me L]

IPI00221394 Feeiiie e iEST U TN G RS 35 37.5% N-term | Yes (10) 1 k.

PseudoU_sunth superfamily
Hulti-donains PRK04270

PRKAA1 protein kinase, AMP-activated, alpha 1 catalytic subunit isoform 2

ENSG00000132356

—— i o " o - A,
IPI00410287 . R 43 | 428%  Nterm No ) —

T

Hulti-domains S_TKe

EIF4G2 Eukaryotic translation initiation factor 4 gamma 2 ENSG00000110321 [ il o Tkl E
IPI00015952 tuers ses, | = = T L = I L | 108 | 545% = N-term Yes Do

Superfanilies ((_MIF4G superfamily ) (e soperranity :

HSPA4L Heat shock protein apg-1 ENSG00000164070 L N LT LY O

1 15 230 o7 su i il a3 | I I | 1, N1
IPI00828021 %2 5% — 269 | 551%  Ndterm | Yes(8) P
HSPZ70
TN ——=

CENPF Isoform 1 of Centromere protein F ENSG00000117724 :

IPI00855998 | fuery -, o : : : — bl 47 57.1%  N-term No
Sinc Sme

BTAF1 TATA-binding protein-associated factor 172 ENSG00000095564 I ” Py .

wory sea, | 4 . . ey e
IPI00024802 |, __; .. wuee B 101 57.6% | N-term No

Superfanilies 3

Hulti-donains HepA =

NONO Non-POU domain-containing octamer-binding protein ENSG00000147140
4 I 5 2 o0 o o |t gt reEa |
IPI00304596 | ers =n. 97 61.7% | N-erm | Yes (10) ol 5;

uperfanilics (ot worareomiy ) (A swreranity ) 6065 supsrianiin]
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CIAPIN1 Isoform 1 of Anamorsin ENSG00000005194

20 of 27

IP100387130 Eit”,d“l e 005635 superFanily ) 104 63.8% N-term No p———
[ ] 11 am fr——
MAP2K2 Dual specificity mitogen-activated protein kinase kinase 2 ENSG00000126934
e, o uw 0 0 s 0 e :
IPlooo037e3 A i o 99 63.8% | N-term No | PVWD286 |mmmm 11g mmp piijgem=—-
et e i
KIF11 Kinesin-like protein KIF11 ENSG00000138160
: o " o - o g - LN
Y s cita & ' ! i
IPI00305289 Srecitic wits 209 69.6% | N-term No b luld
uperfanilies Motor_domain superfamily
Hulti-domains Kinesin
Smec
MAP2K1 Dual specmcny mitogen-activated protein kinase kinase 1 ENSG00000169032 R
s s " I 00 0 s e o
IPI00219604 st nive TP biding okt B s binting pasis & - 59 70% N-term | Yes (10) - 1 =
B mﬁramm— e b
Hulti-domains S5_TKe
IRF2BP?2 interferon regulatory factor 2 binding protein 2 isoform A ENSG00000168264 " g F;
IPI00376199 auory con. | x = = = = 7 65 75% N-term No | SLPD4gs K " ™ T
PTPN23 Tyrosme—proteln phosphatase non-| receptor type 23 ENSG00000076201 Iofwp
s00 1000, 1250 1500 1636, ' e
Query seq., i T L i : . oy : ]
IP100034006 | specific hits G 51 75% N-term No
Superfanilies
Hulti-domains BRO1 Smec FTPc
ILF3 Isoform 4 of Interleukin enhancer-binding factor 3 ENSG00000129351 oo —~
IPI00418313  nrovreme wies EEE 49 77.7% | N-term No | VEVD44o |™''M™=" ' =
Swperfanilics o 3
DDX17 DEAD box polypeptide 17 isoform 1 ENSG00000100201 L
ey se0. | T e ETTra - ] U] Hivk bk " ,
IP100023785 e tas binding vegion A A 187 82.0% N-term No H h '
Specific hits
FAM125A Isoform 1 of Protein FAM125A ENSG00000141971
IPI00744702  tuery sea. z £ x £ s || 41 82.3% | N-term No
. . LBl
- -
- L
PML Isoform PML-1 of Probable transcription factor PML ENSG00000140464 l | I| wee ? |
125 250 75 Sii 825 750 &2 ' m
IPI00022348  tuers zes, | ! ‘ ‘ ‘ ‘ ‘ ‘ 62 85.7% N-term | Yes (10) e
upzrfanllles
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MPST 3-mercaptopyruvate sulfurtransferase variant (Fragment) ENSG00000128309 :
IPI00746782 | yrowsrer vace T 54 85.7%  N-term No ;
[T} e
ANP32B Isoform 1 of Acidic leucine-rich nuclear phosphoprotein 32 family member B
ENSG00000136938 :
IP100007423 . T S L T 319 92.2% N-term | Yes (11) | AEVD163 g
uery seq. :
SMARCC1 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin "l:l' TRl n F
subfamily C member 1 ENSG00000173473 I
IPI00234252 |auery son. el el || 128 96% N-term No " i
Superfanilies
Hulti-domains MDN1 RSCE
HNRNPAT1 Isoform A1-B of Heterogeneous nuclear ribonucleoprotein A1
ENSG00000135486
IPI00215965 | | o oo oo sl s e 327 100% N-term | Yes (10)
superfanilies (CRRH_L superfanily ) (CRRH_1 superfanily )
HNRNPA2B1 Isoform B1 of Heterogeneous nuclear ribonucleoproteins A2/B1
ENSG00000122566
IPI00396378 | = e e T T 130 100% N-term | Yes (10)
superfanilies (RRM_T superfamily ) (RRM_T superfamily) ne=
Rl
n
. -
PABPC4 Poly ENSG00000090621 l |II' . I"
e e 127 100% | N-term | Yes (10) e
Hulti-donains C0GO724
GRAP2 GRB2-related adapter protein 2 ENSG00000100351
IP100026928 .. ...k LR prerhebie binding et 4 ) 55) 100% N-term | Yes (10)
specific h SH3 =,
HNRNPC Isoform C2 of Heterogeneous nuclear ribonucleoproteins C1/C2
ENSG00000092199
IP100477313 wery s, [ — P R LR I LA 44 100% N-term | Yes (10) niE =
LN}
| Y]y ;.
GCN1L1 GCN1-like protein 1 ENSG00000089154 - R
IPI00001159 mers oo, bttt bbb bbbt bttt | 357 100%  N-term No
Hulti-donains COG1413
SF1 Isoform 5 of Splicing factor 1 ENSG00000168066
quary sen. 1‘ | | | | 1:;5 | | ‘m;xr:f:nhg k‘ | | :7‘5 | | X | STH X X | X a:‘m X | X X ‘m‘o lll F.Iill
IP100386119  specific hits e e r— 155 100% N-term No
‘ P
Hulti-domains MSLS m o
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ZRANB2 Putative uncharacterized protein DKFZp686N09117 ENSG00000132485 :
IPI00B45348 mery s, bttt = = & dbtid 432 | 100%  N-term No | DDAD179 | o] =l =
1 ma - —
RAB10 Ras-related protein Rab-10 ENSG00000084733 s m— ————"
— "M H o . i 21 !
IP100016513 . 107 100% N-term No
swosific hits
Superfanilies ABC_ATPase superfamily
[ |
UBE2S Ubiquitin-conjugating enzyme E2 S ENSG00000108106
s oo, | s -~ ,Tn e 0 s 2 P
IP100217949 104 100% N-term No '
EC-IEEE
- 1' L
ILF2 Interleukin enhancer-binding factor 2 ENSG00000143621 §
PIO000S198 o1, : S e |97 00%  Ntem | No -
- L] n :-
KHDRBS1 Isoform 1 of KH domain-containing, RNA-binding, signal transduction-
associated protein 1 ENSG00000121774
IPI00008575 " wov- : T T E—— : " 100%  N-term No | TGPD75
specific hits SF1_like—KH
superfanilics
DAZAP1 Isoform 1 of DAZ-associated protein 1 ENSG00000071626
v i 50 = ap o e ) )
IP100165230 gupz?fanglies ((RRM_1 superfanily ) (RRH_L superfanily ) 69 100% N-term No F. .I I
SMARCAS5 SWI/SNF-related matrix-associated actin-dependent regulator of chromatin %f
subfamily A member 5 ENSG00000153147 LN TN TR
: L o e 0 e T " U PRt —
Query seq, |
IPI00297211 N & mdms;:ﬁ:{_ “Inu‘:hwtld: Bindi :a;g:n:l - ONA binding sits 65 100% N-term No
Specific hits SANT
S:pzrfanilies BC_ATRase superfamil m sAnT
Hulti-donains SNF2_N SrmB
QARS Glutaminyl-tRNA synthetase ENSG00000172053
wory s | - i il - e .
IPI00026665  specific hits - G 63 100% N-term No
Superfanilies  (Hmismtote il spendanily JiRWA_sunt_ic 2 | [ioirans sumerfan _
nt_trans superfanily |
Hulti-domains PRK05347 LN | :
CSTF3 Cleavage stimulation factor 77 kDa subunit ENSG00000176102 :
P 1‘ 1?n zl;n :?n o?n s-;n nTn 11‘7 :I III 1 Ill II : L] 7_7‘—
IP100015195 :uisz:"ilfﬁs cur 50 100% N-term No DEVD576
RNAL4
PPP1R8 Isoform Alpha of Nuclear inhibitor of protein phosphatase 1
ENSG00000117751
L —— = - & . i 38 | 100% | Nterm | No | TELD164 | Lo smm e
ecific hits |
it
el | =
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UBE4A Isoform 2

of Ubiquitin conjugation factor E4 A ENSG00000110344

! h I'Jul'l| il | 1;
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Hulti-domains

UFD2

IPI00028957 % cee : : : : : : : — | 99 0%  Unclear =~ No | DEFD62

Hulti-domains UFD2

HTATSF1 HIV Tat-specific factor 1 ENSG00000102241
IPI00013788 mery s, | e = = o 0%  Unclear | No

RCSD1 RCSD domain-containing protein 1 ENSG00000198771 g =g =
IPI00844315 auors con. | 1 aL = s T T35 0% Unclear No | EEVD308 P L

C14orf4 RING finger protein C14orf4 ENSG00000119669
IPI00019205 auers sea. | £ = = X Z Tl |40 0% Unclear No

FAM105B Protein FAM105B ENSG00000154124
IPI00101734 auers sea. | z £ £ = = £ I 34 0% Unclear No Iforap _

. - _
EIF4B eukaryotic translation initiation factor 4B ENSG00000063046 - e
i 10 200 s i sp o1t L] L] —

IPI00439415 wors sen, | — ‘ ‘ ‘ ‘ ‘ 40 8% Unclear | Yes (10) | NKVD531 :

CASP3 Caspase-3 precursor ENSG00000164305

e o - - ap o e
IP100292140 Lt L e 77 16.6%  Unclear | Yes (10)

ecific hits

S T T

HCLS1 Hematopoietic lineage cell-specific protein ENSG00000180353 :

P 1‘ 7‘5 1?n 22‘5 :s?n ATS os‘n ‘:?5 ] II I I ::: U - ] IE
IPI00026156 . ... v 85 16.9% Unclear | Yes (10) 1 "

Superfanilies 51 rep supffis1_rep sup)fisL_rer sup)

EIF3J Eukaryotic translation initiation factor 3 subunit 1 ENSG00000104131
IPI00290461 | tuers zen, | L - o T 3 214% | Unclear | Yes (10)

Superfanilies eIF3_subunit superfamily B 21

-l

UBEA4B Isoform 1 of Ubiquitin conjugation factor E4 B ENSG00000130939 Corom

IPI00005715 ors s : : : : | 64 225% | Unclear | Yes (10)
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HNRNPU heterogeneous nuclear ribonucleoprotein U isoform a ENSG00000153187

24 of 27

IPIO0BA4079 oy oon. bbbttt bl bl ettt | 80| 23.5%  Unclear | Yes (10) -
superfanilies (SPRV_superfanily ) (CNE_superfamily )
ACTL6A Isoform 1 of Actin-like proteln 6A ENSG00000136518
IPI00003627 | ...51c nice - L 86 25.5% | Unclear No byl |
e HEH
Hulti-donains Actin
KPNA1 Impomn subunit alpha 1 ENSG00000114030 : -
ecific hits | vm omog r
IPI00303292 " " 66 27.2% | Unclear No o 1FE
superfanilies (IB5 superfamily) ARM superfanily ARM SupErFamllg .
ARM superfamily
Hulti-domains SRP1
DDX46 118 kDa protein ENSG00000145833 . ”|1||||,| ,|||.“|,' _
| W A LA
IPI00657954 . __.... viee I R 169 37.5% | Unclear No '
Hulti-domains PRK01297
ADD1 Isoform 3ofA|pha-adducm ENSG00000087274 -
L L S S I
IPI00220158 . 53 41.3% Unclear | Yes (10)
specific hits Aldolase_IT
superfanilies
DDX3Y ATP- dependent RNA helicase DDX3Y ENSG00000067048 ;g
R Dbl B
IP100293616 M Sindins veion M A& & 82 44.4% Unclear No 1
specific hits
PTGES3 19 kDa protein ENSG00000110958
IP100789101 'submit Query 180 51.6% Unclear Yes PEVD146
MAGED?2 Isoform 1 of Melanoma-associated antigen D2 ENSG00000102316
IPI00009542 ey s, bbbt bt bt b bt ettt | 63| 51.7%  Unclear | No
perfanilics
MACF1 670 kDa protein ENSG00000127603 ‘ T
IP100514468 submit Query 62 56.2% Unclear Yes (8) |DAPD3522
GAMT guanldlnoacetate N- methyltransferase isoform b ENSG00000130005
IPI00334683 | auory oua. | : b b b el | 52 58.3% | Unclear No
Hu. ltl-dunams C0G2521

im 5
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STK24 Isoform B of Serine/threonine-protein kinase 24 ENSG00000102572
IP100002212 specific hi:: T e _ WA‘TPA — 45 62.5% Unclear Yes (10) e I:I ! == E
Superfanilies S_TKe superfamily :—H
Hulti-domains S_TKc
1 Irll I!ll"'lllll 1 f?
GTF2lI Isoform 1 of General transcription factor Il-l ENSG00000077809 S T
IPI00054042 suery ses. | L = = - L i L T 137 | 68.7% | Unclear No
superfanilies P21 svpar
RABL2A Isoform 2 of Rab-like protein 2A ENSG00000144134 T P
I T S - o P o0 e 20 2
IPI00221207 | e samin s+ et 5 43 76.9% | Unclear No

Rab cubfanily mobif 2 (RebSF2) A Ak

s i ‘

"mg mg

specific hits n b
superfanilies ABC_ATPase superfamily - ‘5

SNX1 CDNA FLJ46302 fis, clone TESTI4036048, highly similar to Sorting nexin 1

ENSG00000028528 i E—
IPI00183530 . .. 1 * = o o 5 @ = = | 98 77.0%  Unclear No " =
Superfanilics (Sorbingedin spErFEIy) ( PX superfamily ) [ BAR superfamily ) :

ATPBD4 Uncharacterized protein ATPBD4 ENSG00000134146

0 00 150 200 =0 268

QUBY S8 o cive i o 31 77.7% Unclear No

specific hits Alpha_ANH_like_TV
Superfanilies AANH_like superfamily

IPI00746012

HBS1L Isoform 1 of HBS1-like protein ENSG00000112339

] 1o 240 ap o s a0 oot

Query seq.

o= O L —
IPI00009070 " s 66 79.3% | Unclear No !
Specific hits -
Hulti-donains TEF1
I:LCG1 PLI‘CG1 variant grotein (Frag:]ent) ENSG?SOOO124181 - - - “.lhl ‘I'I mmm Il"|'|'§F
IPI00742703 263 88.1% | Unclear | Yes (10) | AEPD892 ' et

PLE= supsr)

specific hits
superfanilies PH- e

TYMS Thymidylate synthase ENSG00000176890

1w 0 200 250 s s
i i i i ! i [

Query seq.

o
IPI00221108 T s - 297 92.2% | Unclear No

-
Specific hits TS_Pyrimidine_HMase
Superfanilies TS_Pyrimidine_HMase superfamily

LOC440917 similar to 14-3-3 protein epsilon ENSG00000181399

IPI00086909 | auery ses. | ‘ ‘ ‘ : | 162 94% Unclear No MQGD216

superfanilies ( 14-3-3 superfanily )

FDPS Farnesyl diphosphate synthase ENSG00000160752

Query sen. | ‘ ‘g., Asman A ‘ AL Ak ‘ A AkA ‘ ) o
IPI00101405 - et i o i 101 | 97.9%  Unclear | No :
it S : S R E

Specific hits d
Superfanilies Isoprenoid Biosun C1 superfamily LILE LI
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ANXA1 Annexin A1 ENSG00000135046

Suporfanilies (RRA_T superfamily) ((RRM_L superfamily)

RRF_1 superfamily
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IPI00218918  auers so, sttt e ———————————r 100%  Unclear | Yes (12) ?
superfanilies (CPnnexin superfanily ) (_Annexin superfanily ) (CPrnexin superfanily ) (CAnnexin superfanily ) l.l‘l T R |.
. i
jhi W"W' HW [
NUMA1 Isoform 1 of Nuclear mitotic apparatus protein 1 ENSG00000137497 ! ’l' I
1 =0 s00 =0 1000 1280 1500 1750, 2000 2118 1 ! !
IPI00292771 | vt en-. p— o 633 100% Unclear | Yes (10)
Smc
CSDA Isoform 1 of DNA-binding protein A ENSG00000060138
R .
IPl00031801 131 100%  Unclear | Yes (10) ]| |
Superfanilies 1 -
L] -
HNRNPR heterogeneous nuclear ribonucleoprotein R isoform 1 ENSG00000125944
IPIO0BAA0SE try sor. s bt s oo ol e | 130 | 100%  Unclear | Yes (10)
Superfanilies [wru super lg] [mu suptniﬂnl]q] EMJ surzrhl]
UPF1 Isoform 1 of Regulator of nonsense transcripts 1 ENSG00000005007
IPI00034049 Srtitise. = e 378 100% | Unclear No
Hulti-donains C0G1112
LAP3 Isoform 1 of Cytosol aminopeptidase ENSG00000002549
R S " N T
IPI00419237 | . ... i T 192 100% | Unclear No
Superfanilies Peptidase_M17 superfaimily
Hulti-donains PepB
am
RAB11B Ras-related protein Rab-11B ENSG00000185236
IPI00020436 | oot ot 1 sr " 186 100%  Unclear No NCCD197
:P:::;:tz ﬂ% '1l.. ._ :
HNRPD Isoform 1 of Heterogeneous nuclear ribonucleoprotein DO ENSG00000138668
PI00028888 | ot e o G o, | 192 | 100% | Unclear | No -Hi A
1
"1
[N NIRI ‘I ‘\Hll\ ‘H\”H M ‘ !
SYNEZ2 Isoform 2 of Nesprin-2 ENSG00000054654
IPI00239406 'Submit Query 107 100% Unclear No
ELAVL1 ELAV-like protein 1 ENSG00000066044
IPI00301936 tsers son. bt oo o] ol b o el | 93 100%  Unclear |  No

i {sd
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ARHGAP1 Rho GTPase-activating protein 1 ENSG00000175220

42
)

IPIO0020567 TR coi brisae . - 56 100% Unclear No . - b
Specific hits Fiﬁ:q RhoGQPj)SOrhoGQP [
Superfanilies SEC14 superfamily RhoGAP superfamily
RBBP5 retinoblastoma binding protein 5 ENSG00000117222 gy
IPI00478230 | tuers ses.,, st : ' ‘ 41 100% | Unclear No 't
superfanilies ( WD40 superfamily )|
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