Explicit sites-of-cleavage

Cleavage-sitel

Total .
IP1 Number Description Spectral Peptide Sequecnce Band Timepoint Site of Previously
Cleavage
Counts Reported
IP100794135 [SPTBN1 275 kDa protein ENSG00000115306 963 D.TSEMVNGATEQR.T 7 4 br ETVD2148 Yes (10)
IP100745092 |SPTAN1 Uncharacterized protein SPTAN1 ENSG00000197694 1202 |R.EAFLNTEDKGD.S 4 br DKGD1484 No
R.EAFLNTEDKGDSLD.S 6 hr DSLD1486 Yes (10)
IP100: 54 |EIF5B Eukaryotic translation initiation factor 5B ENSG00000158417 184 D.TGVIPASEEKAETPTAAEDDNEGDKK.K 4 br VTVvD288 No
IP100028275 |CKAPS5 Cytoskeleton-associated protein 5 ENSG00000175216 201 R.EFQLDLDEIEND.N 7 4 hr IEND1495 No
IP100292753 |GAPVD1 GTPase activating protein and VPS9 domains 1 ENSG00000165219 97 D.SASQAAHPQDSAFSYR.D 13 4 hr DLPD1111 Yes (8)
IP100783378 |UBE20 Uncharacterized protein UBE20 ENSG0000017593 159 .TKSEAESASPEETPD.G 9 4 hr ETPD437 o
IP100022449 |DOCK?2 Isoform 1 of Dedicator of cytokinesis protein 2 ENSG00000134516 61 R.IKEEMSKDQPD.Y 18 4 hr DQPD20: o
1PI00646493 |COPA coatomer protein complex, subunit alpha isoform 1 ENSG00000122218 198 |D.ISPGAAGGAEDGFFVPPTK.G 14 4 hr PELD90: o
IP100182757 |KIAA1967 Uncharacterized protein KIAA1967 ENSG00000158941 160 D.LPEAPPPPLEPAVIAR.P 8 4 hr TDTDA4Y o
IP100221106 |SF3B2 splicing factor 3B subunit 2 ENSG00000087365 59 R.EQQAQVEKEDFSD.M 22 4 hr DFSD862 o
D.GSETPQLFTVLPEK.R 22 4 hr EAMD776 o
IP100742905 |DHX9 146 kDa protein ENSG00000135829 201 D.TTANAEGDLPTTMGGPLPPHLALK.A 3 4 hr DTPD96 o
.SEEVPAFGVASPPPLTDTPD.T 22 4 hr
IP100789551 |[MATRS3 100 kDa protein ENSG00000015479 169 D.LANLGDVASDGKK.E 17 4 hr DETD680 No
IP100073110 |FYB FYN binding protein (FYB-120/130) isoform 1 ENSG00000182977 65 .SPVNEDNQDGVTHSD.G 9 4 hr THSD446 No
D.GAGNLDEEQDSEGETYEDIEASK.E 16 4 hr
R.SYLADNDGEIYDDIAD.G 22 4 hr DIAD822 No
.DSLGAPSRPIEDDQEVYDDVAEQDDISSHSQS
GSGGIFPPPPDDDIYD.G '8 e DIYD626 No
FP|00746655 FAMG62A Isoform 2 of Protein FAM62A ENSG00000139641 37 D.APPRPCHTTPDSQFGTEHVLR.I 13 4 hr SSVD63: o
D.SPLEAPAGPLGQVK.L 22 4 hr THVD97 o
IP100413942 |GRIPAP1 Isoform 1 of GRIP1-associated protein 1 ENSG00000068400 54 R.DQLEQAQEERD.C 7 4 hr EERD57 o
000 4 _|USPS Isoform Long of Ubiquitin carboxyl-terminal hydrolase 5 ENSG00000111667 181 D.AEAAMDISEGR.S 22 4 hr DDLD o
00016621 |AP2A2 AP-2 complex subunit alpha-2 ENSG00000183020 70 D.SASVVAPLAPGSEDNFAR.F 17 4 hr VFSD690 o
00397904 |NUP93 Nuclear pore complex protein Nup93 ENSG00000102900 111 D.FTQESEPSYISDVGPPGR.S 7 4 hr DALD157 o
R.LHTLLASGEDALD.F 21 4 hr
00855957 |KHSRP Isoform 2 of Far upstream element-binding protein 2 ENSG00000088247 350 IGGDAATTVNNSTPD.F 22 4 hr STPD102 No
004 3 |ILF3 Isoform 4 of Interleukin enhancer-binding factor 3 ENSG00000129351 49 .LVSQTGPVHAPIFTMSVEVD.G 9 4 hr VEVD439 No
002 0 |TMPO Lamina-associated polypeptide 2 isoform alpha ENSG00000120802 89 D.SGSFVAFQNIPGSELMSSFAK.T 18 4 hr EERD441 Yes (10)
000 CSTF3 Cleavage stimulation factor 77 kDa subunit ENSG00000176102 50 .LAAIIPDPVVAPSIVPVLKDEVD.R 8 4 hr DEVD576 o
00644 FUBP1 Isoform 2 of Far upstream element-binding protein 1 ENSG00000162613 49 D.GPGNAVQEIMIPASK.A 10 4 hr HHGD181 o
002990 SNX2 Sorting nexin-2 ENSG00000205302 03 D.SPEREPILSSEPSPAVTPVTPTTLIAPR.| 9,10 4 hr VSLD84 o
00479946 |STIP1 STIP1 protein ENSG00000168439 20 D.PTNMTYITNQAAVYFEK.G 15 4 hr ELD302 o
00397834 |URP2 Isoform 1 of Unc-112-related protein 2 ENSG00000149781 35 .LSQSGEVGEPAGTDPGLDDLD.V 14,15 4 hr DDLD324 o
D.SLTTIPELKDHLR.I 15 6 hr DVLD344 Yes (10)
IPI00009315 | AGBDS3 Golgi resident protein GGP60 ENSG00000182827 g6 [QCUTLSPDPEERPGAEGAPLLPPPLEPPSPRGS | 15 4nr VSVDI5 | Yes(s)
IP100216746 |HNRPK Isoform 2 of Heterogeneous nuclear ribonucleoprotein K ENSG00000165119 737 D.AVECLNYQHYK.G 4 hr LESD128 No
IP100419979 |PAK2 Serine/threonine-protein kinase PAK 2 ENSG00000180370 162 R.SVIDPVPAPVGDSHVD.G 4 hr SHVD212 Yes (10)
IP100746657 |U2AF2 Uncharacterized protein U2AF2 ENSG00000063244 166 D.GLAVTPTPVPVVGSQMTR.Q 4 hr MTPD128 Yes (10)
.AMQAAGQIPATALLPTMTPD.G 21,22 4 hr
IP100306127 |THUMPD3 THUMP domain-containing protein 3 ENSG00000134077 71 R.TPQAFVHPSEQD.G 9,15 4 hr SEQD496 No
IP100418471 |VIM Vimentin ENSG00000026025 123 D.FSLADAINTEFK.N 12,20,21 4 hr DSVD85 Yes (10)
FLJ12529 Isoform 1 of Cleavage and polyadenylation specificity factor subunit 7
|IPI00550821 ENSG00000149532 74 D.LYDDVLTATSQPSDDR.S 20,21 4 hr DQID29 No
E))tl;:gEEFNQDPEFNNTDQIDLYDDVLTATSQPS 19 6 hr DLIDY No
100000 EEF1G Elongation factor 1-gamma ENSG00000186676 309 .KAAAPAPEEEMD.E 6 4 hr EEMD264 No
00845348 |ZRANB2 Putative uncharacterized protein DKFZp686N09117 ENSG00000132485 132 .-YKLDEDEDEDDAD.L 0 4 hr DDAD179 No
0038 1AA0174 KIAA0174 protein ENSG0000018214 37 D.VGFTDDVKK.G 4 hr DLID197 Yes (10)
0000 AP2K2 Dual specificity mitogen-activated protein kinase kinase 2 ENSG00000126934 99 .ELEAIFGRPVVD.G 4 hr PVVD285 o
00016610 |PCBP1 Poly(rC)-binding protein 1 ENSG00000169564 302 R.QQSHFAMMHGGTGFAGID.S 4 hr AGID261 o
00033130 |SAE1 SUMO-activating enzyme subunit 1 ENSG00000142230 177 .VSQGVEDGPD.T 18,19 4 hr DGPD193 o
00022254 |ATG3 Isoform 1 of Autophagy-related protein 3 ENSG00000144848 59 D.GGWVDTYHNTGITGITEAVK.E 16 4 hr DDGD104 o
00030: PPP1R8 Isoform Alpha of Nuclear inhibitor of protein phosphatase 1 ENSG00000117751 38 .MGGEDDELKGLLGLPEEETELD.N 21 4 hr TELD164 o
K.GLLGLPEEETELD.N 22 4 hr
IP100003168 |PRPSAP2 Phosphoribosyl pyrophosphate synthetase-associated protein 2 ENSG00000141127 36 R.LGIAVIHGEAQDAESDLVD.G 18,19,20 4 hr DLVD223 No
IP100328840 |THOC4 THO complex subunit 4 ENSG00000183684 34 D.SGFGGGAGVETGGK.L 22 4 hr DLFD100 No
ANP32B Isoform 1 of Acidic leucine-rich nuclear phosphoprotein 32 family member B
|IPIOOOO7423 ENSG00000136938 phosphop Y 319 |R.EDQEAPDSDAEVD.G 22 4hr AEVD163 | Yes (11)
K.LLPQLTYLDGYDREDQEAPDSDAEVD.G 22 4 hr
IP100020436 |RAB11B Ras-related protein Rab-11B ENSG00000185236 186 R.AAHDESPGNNVVD.| 20 4 hr NVVD197 No
IP100789101 |PTGES3 19 kDa protein ENSG000001 1095t 180 R.FSEMMNNMGGDEDVDLPEVD.G 22 4 hr PEVD146 Yes (13)
IP100514468 |MACF1 670 kDa protein ENSG0000012760: 62 D.GSDASQLLHQAEVAQQEFLEVK.Q hr DAPD3522 No
IP100742703 |[PLCG1 PLCG1 variant protein (Fragment) ENSG00000124181 263 D.YGALYEGR.N hr AEPD892 Yes (10)
IP1006454: BAT3 HLA-B associated transcript 3 ENSG00000204463 240 R.GPPPAPEGGSRDEQD.G hr DEQD1031 Yes (10)
IP100C UBE4A Isoform 2 of Ubiquitin conjugation factor E4 A ENSG00000110344 99 D.YSVAEISR.S 4 hr DEFD62 o
IP1004 ARHGEF1 ARHGEF1 protein ENSG00000076928 114 R.NIGAPGQDTPGVSLHPLSLD.S 13 hr LSLD314 o
IP100294 SH3KBP1 Isoform 1 of SH3 domain-containing kinase-binding protein 1 ENSG00000147010 43 R.RPPSQSLTSSSLSSPDIFD.S 16 hr DIFD508 o
IP1004394 EIF4B eukaryotic translation initiation factor 48 ENSG00000063046 40 .VAPAQPSEEGPGRKDENKVD.G 8 hr NKVD531 o
IP100163505 |RBMS39 Isoform 1 of RNA-binding protein 39 ENSG00000131051 44 D.ASSASSFLDSDELER.T 19 hr ERTD331 o
IP100478758 |C100rf119 Uncharacterized protein C10orf119 ENSG00000197771 51 D.ASALLDPMECTDTAEEQR.V 13 hr DERD282 o
IPI00376199 |IRF2BP2 interferon regulatory factor 2 binding protein 2 isoform A ENSG00000168264 65 R.EVGGQGAGNTGGLEPVHPASLPD.S 9 hr SLPD495 o
KHDRBSH1 Isoform 1 of KH domain-containing, RNA-binding, signal transduction-associated
IP100008575 orotein 1 ENSG00000121774 94 D.ATVGGPAPTPLLPPSATASVK.M 9 6 hr TGPD75 No
IP100642862 |PPIL4 Peptidyl-prolyl cis-trans isomerase-like 4 ENSG00000131013 33 .TQAILLEMVGDLPD.A 6 hr DLPD232 o
IP100086909 [LOC440917 similar to 14-3-3 protein epsilon ENSG00000181399 162 R.DNLTLWTSDMQGD.G 8 hr MQGD216 o
1P100299507 ICAPH Condensin complex subunit 2 ENSG00000121152 30 D.GSLGDDFDANDEPDHTAVGDHEEFR.S 0 hr DFPD366 o
1100844315 |RCSD1 RCSD domain-containing protein 1 ENSG00000198771 35 D.GQHPAQEEVPESPQTSGPEAENR.C 14 2 hr EEVD308 o
Sub-threshold sites-of-cleavage:
Total Site of Cleavage-sitel
IP1 Number Description Spectral Peptide Sequecnce Band Timepoint o Previously
Cleavage
Counts Reported
e
IP100000279 |ZC3H15 erythropoietin 4 immediate early response ENSG00000065548 23 g,[E)VFEFRPELVNDDDEEADDTRYTQGTGGDEV 13 2hr DEVD324 No
IP100746835 |GIT2 Uncharacterized protein GIT2 ENSG00000139436 10 .TINNQHSVESQDNDQPD.Y 1 4 br DQPD391 No
IP100431127 |CCNK cyclin K isoform 1 ENSG00000090061 28 R.KPPLAAALGEAEPPGPVDATD.L 0 4 br DATD395 No
IP100396131 |YTHDF3 YTH domain family protein 3 ENSG00000185728 15 D.GQAGFGNDTLSK.V 0 4 br AITD168 No
PLEKHC1 Isoform 1 of Pleckstrin homology domain-containing family C member 1
IP100000856 ENSG00000073712 18 D.AALSDLEITLEGGK.T 14 4 hr DEVD347 No
IP100847489 |TFG TRK-fused ENSG00000114354 R.LLDSLEPPGEPGPSTNIPENDTVD.G 22 4 br DTVD142 No
IP100023191 |TOM1 Target of myb1 ENSG00000100284 R.TVFNSETQSGQDSVGTD. 21 4 br VGTD184 No
09 |NUDCD3 NudC domain-containing protein 3 ENSG00000015676 .TVSAAAAEKEPVPVPVQEIEID.S 22 4 br IEID119 No
)28065 [NCK1 Cytoplasmic protein NCK1 ENSG00000158092 4 D.SASPADDSFVDPGER.L 15 4 br SVPD88 No
IP100797603 |PRPSAP1 Phosphoribosyl pyrophosphate synthetase-associated protein 1 ENSG00000161542 23 R.LGLAVIHGEAQCTELD.M 20 4 hr TELD237 No
00031614 |GINS4 GINS complex subunit 4 ENSG00000147536 12 D.FLGQDSDGGSEEVVLTPAELIER.L 8 4 br EEVDé No
IP100032955 |ZNF313 Zinc finger protein 313 ENSG00000124226 25 R.FSYDTFVD.Y 9 4 br TFVD208 No
00386122 |[MOBKLS3 Isoform 1 of Preimplantation protein 3 ENSG00000115540 16 D.STLAVQQYIQQNIR.A 0 4 hr DEMD34 No
00020719 | VISA Isoform 1 of Mitochondrial antiviral-signaling protein ENSG00000088888 17 R.GLGSELSKPGVLASQVD.S 9 4 hr SQvD429 No
00830067 |ARHGAP30 Isoform 1 of Rho GTPase-activating protein 30 ENSG00000186517 9 D.QVAEEKWEVVQK.Q 4 br AQED77f No
00005648 |SAFB2 Scaffold attachment factor B2 ENSG00000130254 9 D.SAHPEEGDLDLASESTAHAQSSK.A 4 br DLFD26 No
00479385 |ASMTL Uncharacterized protein ASMTL ENSG00000169093 .HDSIPAADTFEDLSDVEGGGSEPTQRD.A hr TQRD25: No
00306043 |YTHDF?2 Isoform 1 of YTH domain family protein 2 ENSG00000198492 D.GNGVGQSQAGSGSTPSEPHPVLEK.L hr NGVD367 No
00008223 |RAD23B UV excision repair protein RAD23 homolog B ENSG00000119318 .QEKPAEKPAETPVATSPTATD.S hr TATD165 No
100030399 |BNIP2 BCL2/adenovirus E1B 19 kDa protein—interacting Erotein 2 ENSG00000140299 17 D.GLDTPSENSNEFEWEDDLPKPK.T 18 6 hr IDLD83 No




(1) Berry, D.M., Benn, S.J., Cheng, A.M., and McGlade, J. (2001). Caspase-dependent cleavage of
the hematopoietic specific adaptor protein Gads alters signalling from the T cell receptor. Oncogene
20, 1203-1211.

(2) Gerner, C., Gotzmann, J., Frohwein, U., Schamberger, C., Elliger, A., and Sauermann, G. (2002).
Proteome analysis of nuclear matrix proteins during apoptotic chromatin condensation. Cell Death
Differ 9, 671-681.

(3) Sundararajan, R., Chen, G., Mukherjee, C., and White, E. (2005). Caspase-dependent processing
activates the proapoptotic activity of deleted in breast cancer-1 during tumor necrosis factor-alpha-
mediated death signaling. Oncogene 24, 4908-4920.

(4) Van Damme, P., Martens, L., Van Damme, J., Hugelier, K., Staes, A., Vandekerckhove, J., and
Gevaert, K. (2005). Caspase-specific and nonspecific in vivo protein processing during Fas-induced
apoptosis. Nat Meth 2, 771-777.

(5) Sbodio, J.I., Hicks, S.W., Simon, D., and Machamer, C.E. (2006). GCP60 Preferentially Interacts
with a Caspase-generated Golgin-160 Fragment. J Biol Chem 281, 27924-27931.

(6) Kim, J.-T., Kim, K.D., Song, E.Y., Lee, H.G., Kim, J.W., Kim, J.W., Chae, S.-K., Kim, E., Lee, M.-
S., Yang, Y., et al. (2006). Apoptosis-inducing factor (AlF) inhibits protein synthesis by interacting with
the eukaryotic translation initiation factor 3 subunit p44 (elF3g). FEBS Letters 580, 6375-6383.

(7) Correia, J.d.S., Miranda, Y., Leonard, N., and Ulevitch, R.J. (2007). The Subunit CSN6 of the
COP9 Signalosome Is Cleaved during Apoptosis. J Biol Chem 282, 12557-12565.

(8) Ju, W., Valencia, C.A., Pang, H., Ke, Y., Gao, W., Dong, B., and Liu, R. (2007). Proteome-wide
identification of family member-specific natural substrate repertoire of caspases. Proceedings of the
National Academy of Sciences 104, 14294-14299.

(9) Bae, S., Ha, T.S., Yoon, Y., Lee, J., Cha, H.J., Yoo, H., Choe, T.B,, Li, S., Sohn, |, Kim, J.Y., et
al. (2008). Genome-wide screening and identification of novel proteolytic cleavage targets of
caspase-8 and -10 in vitro. Int J Mol Med 21, 381-386.

(10) Luthi, A.U., and Martin, S.J. (2007). The CASBAH: a searchable database of caspase
substrates. Cell Death Differ 14, 641-650.

(11) Sun, W., Kimura, H., Hattori, N., Tanaka, S., Matsuyama, S., Shiota, K. (2006). Proliferation
related acidic leucine-rich protein PAL31 functions as a caspase-3 inhibitor. Biochem Biophys Res
Commun 342, 817-823.

(12) Debret, R., El Btaouri, H., Duca L., Rahman, |., Radke, S., Haye, B., Sallenave, J.M., Antonicelli,
F. (2003) Annexin A1 processing is associated with caspase-dependent apoptosis in BZR cells.
FEBS Letters 546, 195-202.

(13) Rao, R.V., Niazi, K., Mollahan, P., Mao, X., Crippen, D., Poksay, K.S., Chen, S., Bredesen, D.E.
(2006). Coupling endoplasmic reticulum stress to the cell-death program: a novel HSP90-
independent role for the small chaperone protein p23. Cell Death Differ 13, 415-425.



