Ma et al. Figure S9

SJ-NB12
FANCI genes
conservation
i (A NIl imnm ni

<

3 c-MYC

o

| [
g o T
5 < |
aQ
<
o
5 9
a7
¢ L

o

T

<

i

T T T T
87614000 87616000 87618000 87620000
chromosomal position (chr15)
(sp]
H3K4me3

[aV]
3 -
c
3
)
<
S ©
©
o
g

i

Ry 4

T T T T
87614000 87616000 87618000 87620000

chromosomal position (chr15)




Ma et al. Figure S9

SJ-NB12 CpG.islands
HSA-MIR-10a -
conservation
|0 B
10a mMiRNA

probe IR N RN BN NN TRRERER DR D AR N ROENOEREEENEEREOROIEI

c-MYC
7o)
g
] -
€ o
g S _AT 7
fis)
<
o
©
[aY]
D
L2
o‘ —
|
o
] L
T T T T T T T
44012000 44013000 44014000 44015000 44016000 44017000 44018000
chromosomal position (chr17)
~ H3K4me3
=
c
[e]
°
: L
<
g o
o
[aV]
D
o
‘I— —
T T T T T T T
44012000 44013000 44014000 44015000 44016000 44017000 44018000

chromosomal position (chr17)



Ma et al. Figure S9
SJ-NB12

HSA-MIR-377 conservation

496 miRNA 377

e.box

canonical |

pwm I
probel HE H EEH ENHE B HEE B H B | [

/\ c-MYC
/\_/_// an

! ! ! ! !
100596500 100597000 100597500 100598000 100598500

0.0

log2ratio(AB/control)

-1.0

-1.5

chromosomal position (chr14)

H3K4me3

1.5

1.0

0.5

N\

) \/ﬁ\\/

I I I
100596500 100597000 100597500 100598000 100598500

log2ratio(AB/control)
-0.5 0.0
|

-1.0

-1.5

chromosomal position (chr14)



SJ-NB12

Ma et al. Figure S9

H SA'M I R'381 conservation

miRNA

376a-1 300 1185-1 1185-2 381 487b

probe 1 11 11 i 100 11 11111 inT il 01 inini
c-MYC
0
o
. 9 |
o o
c
8
)
<
o v
s 9
(aV]
g
S
T
0
i T T T T T T
100577000 100578000 100579000 100580000 100581000 100582000
chromosomal position (chr14)
~ H3K4me3
s
€
8
)
< o
§e]
®
N
38
T
[aV]
)
T T T T T T
100577000 100578000 100579000 100580000 100581000 100582000

chromosomal position (chr14)



SJ-NB12 Ma et al. Figure S9

HSA-MIR-452 genes GABRE
| H i il |
| H i il |
| H i iH |
| H i il |
conservation
IO N I 11 I 1 L i i
452 miRNA
|
e.box
canonical |
pwm | |
probe 01 HE HTRD N NRN B [ | il 111 NN ERINE
c-MYC
o
o
,§\
<
8
M
< v
S o
= T
&
g
Q
=
T T T T T T T
150878000 150879000 150880000 150881000 150882000 150883000 150884000
chromosomal position (chrX)
® -
H3K4me3
o
5 -
<
8
m
<
&
8
‘T —
N
)
T T T T T T T
150878000 150879000 150880000 150881000 150882000 150883000 150884000

chromosomal position (chrX)



