Supplementary Figure S1: The results obtained from the analysis of the raw data
of the current study and those of the Silber et al ’ publication.

A heat map displays the expression of 56 out of the 71 miRNAs that showed a distinct
expression in gliomas, ESCs and NPCs when compared with normal adult brains.

The heat map was generated using Spotfire software (Spotfire Inc., MA, USA).

Colour intensities represent log,-fold changes of gliomas, relative to normal brain.




Supp Table 2: Summary of the genetic aberrations on chromosome 14¢q commonly

found in different types of cancers.

References

Chromosome

aberrations

Human cancer

Brownlee NA®

del(14)(q24.1g31.1)

Clear cell sarcoma

of the kidney

Simon M?, Lusis EA®, Perry A %,
Al-Mefty O°, Perry A ®, Leone PE

" TseJY®, Simon M ®.

losses on chromosome

14q

Meningiomas

Dinjens WN', Yanagi M ™, Orita

H?, Dai YC', Cazals-Hatem D

7.1-mega base pairs

minimal deletion at

Colon and lower

gastrointestinal tract

4 Chen Y*, Fukasawa T, 14931.1-32.11, LOH cancer

Breiner JAY, El-Rifai W8, El- 14q, deletion 1432,

Rifai W', el-Rifai W?°, Diep losses on chromosome

CB# Thorstensen L?*, Shao L%, | 14q, allelic imbalance

Ookawa K, Ookawa K**, Kang | (Al) 14q

YK®, Bando T?° ,Yokota J*'.

Strefford JC*®, Gallou C*°, LOH 14q, losses on Kidney and bladder
Béroud C*°, Thrash-Bingham chromosome 14q cancer

CA(I)*, Thrash-Bingham
CA(11)*?, Bulashevska S*, Peres
EM *, Tzai TS*, Nakayama K*,

Phillips JL*', Schwerdtle RF*,




Herbers J*°, Tsai YC™.

Dichamp C*, Ransom DT*.

Hu J%,

Loss of 14g chromosome

and methylation

deletion 14g13-31,

14932.1, 14q11

Oligodendroglial
and astrocytic

tumours

Pang A*, Piao Z*, Nagai H*®.

losses on chromosome

14q

Liver cancer

Cheng Y*, Fang Y*®, Lo KW*
Shao J*°, an J*!, Chen YJ%,
Mutirangura A>, Mutirangura

A% Wei F* lhara Y®¢, Hu N°'.

extensive and multiple
regions of allelic loss

occur on chromosome 14

Upper
gastrointestinal tract

cancer

Kwong FM*®, LOH 14q Non-small cell lung
carcinoma

Pylkkanen L*°, De Rienzo A%. LOH 14q Human malignant
mesothelioma
(MM)-(asbes)

Thompson PM®, Hoshi M%, LOH 14q Neuroblastoma

,Grosfeld JL®®, Theobald M®,

Takita J%°, Takayama H*, Fong

CT®, Brodeur GM®,

Mori N LOH 14q Myelodysplastic




syndrome
(MDS)(blood stem

cells)

Wong KF™.

Inv(14q)

T-cell
prolymphocytic

leukaemia (T-PLL)

Dohner H™, Dierlamm J72.

Trisomy 12 and the

"14qg+" marker

B-cell chronic
lymphocytic

leukaemia (B-CLL)

Bandera CA”, Cliby W™, LOH 14q Ovarian carcinomas
Primary epithelial
ovarian tumours

Nawroz H" LOH 14q Head and neck

squamous cell

carcinoma
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