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EPIYA motif R EPIYA motif
elelele/ iy NeleleiyC A AGTTAATAAAAAG AGGACAAGCAACTAGCCCTGANINE

[clo{e@ VNNV NSEGECANGTTAATAAAAAG. TGGTGTAAATGGAACCCTAGTCGG

381 TGGAAAAAATTCTGATCTCCAAAAATCCGT TGGTGTAAATGGAACCCTAGTCGG

MK M-03 753

MK M-03 567

EPIYA motif
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R EPIYA motif
eIV VNNV NECIGMNC AAGTTAATAAAAAGAAANCAGGACAAGCAACTAACCCTGAA NIl YV -Ne(e[ey)

[Clo{ey v NNV NNEGIECAAGTTAATAAAAAGAAAANATGGTGTAAATGGAACCCTAGTCGGTAATGGGTTGTCT

381 AAAAAATTCTGATCTACAAAAATCTGTTRAGAATGGTGTAAATGGAACCCTAGTCGGTAATGGGTTGTCT

MK M-05 747

MK M-05 564
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R L EPIYA motif
K192 307 CAAGTTAATAAAAAGAAAGCAGGACAAGUAGCIrAGCCCTCAN NN NERY UNEIGICALGT
CEEEEEEEEEEE e Frrr et i R R R
K192 154 CAAGTTAATAAAAAGAAAACAGGACAAANAGCAGAAGCCACAACGCTCACCAAAAATTTTTC

1 GGAACCCTAGTCGGTAATGGGTTGTCTAAAGCAGAAGCCACAACGCTCACCAAAAATTTTTC

MK M-06,
FGC146-1,
F46, F18

BL padeBDR

BL ' EPIVA motif Bor
GTGAGTGCAAAAATTGACCAACTCAACGAA

MK M-06 780 TGANNOSeIV UNEVNSEleaCAACTTGCTAAANND]

MK M-06 609 TGAAGNEHEV:NUEVNEEGKCAACGTTGCTAAAAARAATTTTTCAGACATCAGGAAAGAATTGAAC

438 GTTGTCTAAAACAGAAGCCACAACGCTCACUAARAATTTTTCAGACATCAGGAAAGAATTGAAC
(same alignment in FGC146-1)
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F46 806 GCCCTGAAEINeseervuNYNeeGINCAAGTTGCTAAAAAGGTGAGTGCAAAAATTGACCAACTCAACGA
FETTTT (R || [T ] LI ||
F46 614 GCCCTGAAEINeseslervuNyNeeGINCAAGTTGCTAAAACAGAAGCCACAAAGCTCTCCAAAAATTTTTC

422 TGAGGGGAACCCTAGTCGGTAACGGGTTATICTAAAACAGAAGCCACAAAGCTCTCCAAAAATTTTTC

Bpr
F18 AAGTTGCTRAAAAGGTGAGTGCAAAAATTGACCAACTCAACG
FETT (AR | [0 | | [ |
F18 AAGTTGCTRAAGAAGCCACAACGCTCACCAAAAATTTTTCGG

2512 GGAACCCTAGTCGGTAATGGGTTATCTAAAACAGAAGCCACAACGCTCACCAAAAATTTTTCGG

R |

Bpr
BDR DL
F92 3031 ATTGACCAACTCAACGAAGCTCAATCAGCAATAAATACRAAAATTGACCGGATTAACGAAATTGCATC
NERRRRRRRRRRRRRRRRR R NRR AN [T | [ N
F92 2749 ATTGACCAACTCAACGAAGCTGOATCAGCTAAAAATGGIGTAAATGGAACCCTAGTCGGTAATGGGTT

2467 GGAAAAAATTCTGATCTACAAAAATCCGTTAAAAATGGIGTAAATGGAACCCTAGTCGGTAATGGGTT

|

A Bp D A Bp D
O B | A |
CM sequence
F56 1369 GGGCTTTCAAGGGAACAAGAATTGACTCGIIAGAATTGGCGATCTCAATCAGGCGGTATCAGAAGCTAAAA
LR r e e e 1| N || |
F56 874 GGGCTTTCAAGGGAACAAGAATTGACTCGIIAGAAATGGTGIAAATGGAACCCTAGTCGGTAATGGGTTAT

379 GGAAAAAATTCTGATCTACAAAAATCCGTITAAAAATGGTGIAAATGGAACCCTAGTCGGTAATGGGTTAT

F26
K263
F26 3049 ACATCAGCAATAAATAGAAAAATTGACCGGATIAACAAAATTGCATCAGCAGGTAAAGGAGTG
AR R R AR AR N I I
F26 2770 ACATCAGCAATAAATAGAAAAATTGACCGGAHTLGGTAATGGGTTGTCTAAAACAGAAGCCACA
| N |1 A AR AR RRRRRRR R RRRRRRRE
2491 TCCGTTAAAAATGGTGTAAATGGAACCCTAJTLGGTAATGGGTTGTCTAAAACAGAAGCCACA
BDR DL
K263 505 GAAGCTACATCAGC AAATAGAAAAATTGACCGGATTAACAAAATTGCATCAGCAGGTAA
NARRRRRRNNRERR | [ I B |
K263 253 GAAGCTACATCAGC TGGGTTGTCTAAAACAGAAGCCACAACGCTCACCAAAAATTTTTC

1 GGAACCCTAGTCGG TGGGTTGTCTAAAACAGAAGCCACAACGCTCACCAAAAATTTTTC
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F17 W

D,
F17 3087 AATTGACCGGATTAACAAAATTGCATCAGCAGGTAAAGGAGTGGGCGGTTTCAGTGGAGCAGGGCGA
RERRERRRRRRERERRER RN AR RR R I A | | |
F17 2733 AATTGACCGGATTAACAAAATTGCATCAGTTGGAAAAAATTCTGATCTACAAAAATCCGTTAAAAAT

2436 AGCCGAACTCAAAAGCTTGTCATTGGATCTTGGAAAAAATTCTGATCTACAAAAATCCGTTAAAAAT

A Bp D
MK F-02 |_ I

MK F-02 1319 CTAAAACAGGTCATTTTGACAACCTAGAACAAAAGATAGATGAACTCAAAGATTCTACAAAAAAG

MK F-02 938 CTAAAACAGGTCATTTTGACAACCTAGAACAAAAGAAAACAGGACAAGCAGCTAGCCCTGAAGAG

557 ACACAEeNc oy NNNVNEEGINCAAGTCAATARAAAGAAAACAGGACAAGCAGCTAGCCCTG,
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F32 3097 GAGGCAAATCAAGCAGGCTTCCCTTTGAGARGAARTGCTGCAGTTAATGATCTCAGTAAAGTAG
ARRRERRREARRRARRRLRRRRRRRRRRR| (AN . N | |
F75 2899 GAGGCAAATCAAGCAGGCTTCCCTTTGAGAAGAARGGTGAGTACAAAAATTGACCAACTCAACG
| ] | | | R AR RRRRRARRERRARRERREERY
2701 CCTGANTNCHIINGENSESCAACTTGCTAAAARGGTGAGTACAAAAATTGACCAACTCAACG
EPIYA motif B
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evals 262 GCAGCAAGTGGTTTGEGTGGTGTAGGECAAGIRGCEEGECTTCCCTTTGARAAAGGCATGATARAG

HPI-10 253 GCAGCAAGTGGTTTGGGTGGTGTAGGGCAAGLE-TTGATGATCTCGGCGGACCTTTCCCTTTGA

349 CTTTCAGCTAGCCCTONNOINPRYNREGN” C[SATTGATGATCTCGGCGGACCTTTCCCTTTGA
EPIYA motif Cr CM sequence
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L EPIYA motif
G1050F 138 CATTTATGCTAAAGTTAATAAAAAGAAAAJAGGGCAAGCAGLTAGCCCTGAL &hvNee{er:VNuyY:Ne

G1050A 138 CATTTATGCTAAAGTTAATAAAAAGAAAACAGGGCAAGCAGIGGGCTTCCCTTTGAAAAGGCAT

243 CAATCAAATAGCAAGTGGTTTGGGTGCTGTAGGGCAAGCAGIIGGGCTTCCCTTTGAAAAGGCAT
CM sequence

Bcr

AR B,
EPIYA motif
Arizona2 255 [erNMuVNKelGIN\AAGTTAATAAAAAGAAAGCAGGGCAAGCAGCIAGCCCTGAA BN s VYNNG K

1091 135 onNggyNEeley\NAGTTAATAAAAAGAAAGCAGGGCAAGTAGCIEGGCTTCCCTTTGAAAAGGCATGAT

360 CGATCAAATAGCAAGAGGTTTAGGTGCTGTAGGGCAAGCAGCHECGCTTCCCTTTGAAAAGCCATCAT
CM sequence

Bcr
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R L EPIYA motif
Hp5 158 AAAGTTAATAAAAAGAAAGCAGGACAAGCAGCTAGCCATGAAE VNsoo Y NNYNSEGNCAAGTT

Hp5l1 164 AAAGTTAATAAAAAGAAAGCAGGGCAAGCAGCTGCGGGCTTCCCTTTGAAAAGGCATGATAAA

260 ATAGCAAGTGGTTTGGGTGGTGTAGGGCAAGCAGCGGGCTTCCCTTTGAAAAGGCATGATAAA
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Shi470 1
26695 2492 AAGATTTCAATACTGGAAAAAATTCTGARCTATACCAATCCGTTAAGAATAGTGTAAATA

Shi470 1 2483 AAAACTTCAATGTTGGAAAAAATTCTGATAGGTCTERVACdeNREvNeeee, CGATTGATG

2870 ATGATCTCAGTAAGGTAGGGCTITTCAGCITAGCCCTE Ve gy Neleleay” CCATTCATG
e
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F65 - TEN [
D,
F32 2783 ACCGGATTAACAAAATTGCATCAGCAGGTRAAAGGAFTTGGGCGGTTTCAGTGGAGCAGGGCGATC
FEPEELEEIEET TPttt ] |
F65 869 ACCGGATTAACAAAATTGCATCAGCAGGTAAACAAGJCAGACTTCCCTTTGAGAAGAAGTGCTGC

2864 [QpYNeelep CAATTGATTTTGATGAGGCARATCAAGQCAGGCTTCCCTTTGAGAAGAAGTGCTGC
EPIYA motif D CM sequence

Alaska7

Dy

F32 2748 CAACGAAGCTACATCAGCAATAAATAGAAAAATTGACCGGATTAACAAAATTGCATCAGCAGGTA

Alaska7 369 TAACAAAACTGCATCAGCAATAAATGCAAAAATTGACCGACTCAATCAAGTAGCAAGTGGTTTGG

2754 TACTCAAGTTGCTAAAAAGGTIAAATGCAAAAATTGACCGACTCAATCAAATAGCAAGTGGTTTGG
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CM sequence C .

9 L EPIYA motif
K262 283 AGAAGTGCTAAAGTTGAAGATCTCAGTAAGGTAGGECGATCAGTTAGCCCT SNNSSTNRHYY
| CECEEEEEEEEEEEEE e tp 1 1l | |1

K262 217 AAGCATGCTAAAGTTGAAGATCTCAGTAAGGICGGIGGTGTAGGGCAAGCGGGCTTCCCTTT

151 ATTGACCAACTCAATCAAGCAGCAAGTGGTTTCGGTGGTGTAGGGCAAGCGGGATTCCCTTT
C/_CM sequence
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J-248 2822 TTGACCGGATTAACAAAATTGCATCAGCAGGTAAAGGAGTGGGCGGTTTCAGTGGAGCAGGGCGA

J-248 2786 TTGACCGGATTAACAAAATTGCATCAGCTAGAAAAATTGACCGGATTAACAAAATTGCATCAGCA

2750 AACTCAACGAATCTGCATCAGCAATGAATAGAAAARTTGACCGGATTAACAAAATTGCATCAGCT
Bpr Dy
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J-187
\tf=
74 partial Bpg
EPIYA motif Bpr
F32 2703 INVNGEGKCAAGTTGCTAAAAAGGTGAGTGCRAAAATTGACCRAACTCAACGAAGCTACATCAGCAATAAATA
FETTT] (AR AR R R AR RN (RARR AR R AR R AR | |
J-187 2715 INVNGE@GIKCAAGTTGCTAAAAAGATGAGTGCRAAAAATTGACCIEGATTAACAAAATTGCATCAGCAGGTAAAG

2745 ACTCAACGAAGCTACATCAGCAATAAATAGAAAAATTGACCIEGATTAACAAAATTGCATCAGCAGGTAAAG
Dy

HN-91

Bpr Dy
HN-91 592 AAAATAGACCAACTCAACGAAGCTACATCAGCAATAARTAGAAAAATTGACCGGATTAACAAAAT

HN-91 559 AAAATTGACCAACTCAACGAAGCTACATCAGCAAAAATIAGACCAACTCAACGAAGCTACATCAGC

526 ENURVNGEIGNCAAGTTGCTAAAAAGGTGAGTGCAAAAATTGACCAACTCAACGAAGCTACATCAGC
EPIYA motif

Bpr



