Cytokine-Cytokine Receptor interaction pathways genes

Differentially expressed genes (2-fold increase or decrease on day 3 or 7 post inoculation

with highly pathogenic H5N1 influenza A virus). Additional information for Supplemental Figure 1C.

Values represent average fold increase or decrease (log2-value). Red indicates a 2-fold increase or decrease
in the majority of the samples per strain per time-point
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Toll-like receptor Pathway

Differentially expressed genes (2-fold increase or decrease on day 3 or 7 post inoculation

with highly pathogenic H5N1 influenza A virus). Additional information for Supplemental Figure 1C.

Values represent average fold increase or decrease (log2-value). Red indicates a 2-fold increase or decrease
in the majority of the samples per strain per time-point
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Jak-Stat Pathway
Differentially expressed genes (2-fold increase or decrease on day 3 or 7 post inoculation

with highly pathogenic H5N1 influenza A virus). Additional information for Supplemental Figure 1C.
Values represent average fold increase or decrease (log2-value). Red indicates a 2-fold increase or decrease
in the majority of the samples per strain per time-point
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