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Figure S1.  TMS sequences and probe locations. The primary sequences of the VSVG, opsin 2, and opsin 3 TMSs (TMS1, TMS2, and TMS3, respectively)
are shown (boxed in blue), as are the three flanking residues for the TMSs in the 2TM and 3TM constructs. The residues in TMS2 replaced, one at a time,
with eANB-lys probes, are shown in red. Note that after modification of the lysine e-amino group with a BOP, NBD, Ac, or ANB probe, the incorporated
Lys is no longer charged.
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