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Figure Legends 

Figure 1: Sequenom assay results for EGFR exon 19 deletion in two plasma samples (patients 

Ex19-6 and Ex19-4) with the EGFR-M11R (A1 and A2), EGFR-M02F (B1 and B2) and EGFR-

M03R (C1 and C2) assays. The control DNA provides a negative control for each assay and only 

the germline call is visible, indicated by an asterisk (A1, B1, C1). The mutant call is indicated by 

an arrow. The mass of the product is specific for each assay and is listed in table S1 

(Supplementary file). Sample Ex19-6 shows a mutant call for the EGFR-M11R assay (A2) 

indicating a 9-bp deletion. Sample Ex19-4 shows a mutant call for the EGFR-M02F (B2) and the 

EGFR-M03R assays (B3) indicating a 15-bp deletion size. 

 

Figure 2. Sequenom assay results for EGFR L858R mutations in two plasma samples (patients 

Ex21-1 and Ex21-2) with the EGFR-2573 assay. The control DNA provides a negative control 

and only the germline call is visible, indicated by an asterisk (a T call at 5402.6 Da). The mutant 

calls are visible at 5378.5 Da (G call) and are indicated by an arrow.  

 

Figure 3: Overall survival curves for the 25 patients treated with erlotinib. Survival curves were 

evaluated by the Kaplan-Meier method and log-rank test. 3A “Patients with EGFR mutation in 

tumor DNA (n=18)” versus “Patients without EGFR mutation in tumor DNA (n=7)”, p=0.01. 3B 

“Patients with EGFR mutation in plasma or tumor DNA (n=20)” versus “Patients without EGFR 

mutation in either tumor or plasma DNA (n=5)”, p=0.002.  

 

Figure S1: LNA increases the sensitivity of the Sequenom EGFR-2573 assay. Mass 

spectrometry assays with the EGFR-2573 assay were performed on DNAs from the H3255 

(EGFR 2573T>G) and H358 (wild-type for EGFR) cell lines. The H3255 DNA was diluted in 

H358 DNA to 1/10000. A. In normal PCR conditions, the sensitivity of the technique is 1%. The 

G peak is not detected at 1/1000. B. By adding LNA at 0.6µM in the first PCR, the sensitivity of 

the assay increases to 0.1% (at 1/10000, a G peak is still visible but the confidence of the result is 

low). 
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