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CLNS: CLME protein Ciorfil: hypothetical protein LOCE19435

Schadt et al, {(2007): -logl8{P}, liver, 427 ids, Eurugpan descent

Hyers et al. éEHH?}: =log18{F}, cortex fron control brain, 279 ids, European descent
Stranger et al, {26887}: =log1B8{F}, LCLs, 218 HAPHAF ids, 4 =ingle populations,
Yeyrieras et al, {2088): -loglB{P}, LCLs, 218 HAPHAP ids, multi-population.

Yeyrieras et al. {2088): posterior probabilitu, LCLs, 218 HAPHAF ids, nulti-population.

Pickrell et al, {2618}: -log1B8{F}, LCLs, 69 Higerian HAPHAF ids, RHA-Seq for elTls,

Pickrell et al, {2618}: =log1B8{F}, LCLs, 69 Higerian HAPHAF ids, RHA-Seq for splicing AOTLs,
Hontgonery et al. {2018): -loglB{P}, LCLs, 68 European HAPHAP ids, RHA-Seq for transcript OTLs.
Zeller et al, {2818): -loglB{P}, Honocytes, 1,498 ids recruited in Gernany.

Hontgonery et al, {2818): -loglB8{P}, LCLs, 68 European HAPHAF ids, RHA-5eq for exon OTLs,

Dinas et al. {2889): =-logiB{F}, Fibroblasts, 75 Europeans

Dinas et al. (2089): -logiB{P}, LCL=s, 75 Europeans

Dinas et al. (2009}: -loglB{F}, T-cells, 79 Europeans

All putative eQTL SHPs {linked to details and colored by study and type - Hollow = cis: Solid = trans}
r=00588027 an elTL for DEGS re11136424 an eUTL For CLNS

21048135354 an elTL for CLMNS rz11136424 an elTL for CLNS
rs7gd2d2d an elTL for CLMNG rzdd 2953 an elTL for CSorfal
rs78d4e610 an edTL for CLMWS rsdE70955 an elTL for CLMS
rzd370960 an eTL for CLNS rEf014327 an elTL far CLMS
rEfda0zd? an e]TL for CLNG
rs2293977 an elTL for CLMNG



Relative expressionin normal human tissues

Tissue

Accumbens
Adrenal cortex
Amyedala
Astrocytes

Cerebellum

Cerebral cortex

Corpus callosum
Frontal lobe
Hippocampus
Hypothalamus

Medial temporal gyrus
Medulla

ridbrain
Meurcns

MNodose nucleus
Occipital lobe

Parietal lobe
Postcentral gyrus
Posterior singulate
Primary visual cortex
Putamen

Substantia nigra
Substantia nigra pars compacta
Subthalamic nucleus
Superior frontal gyrus
Temporal lobe
Thalamus

Ventral tegmental area
Vestibular nuclei superior
Alveolar macrophages
Bone marrow
Cdid+ monocytes

Cd3+ tcells

Cd31+ cells
Cd34+ cells

Cdda+ t cells
Cdad+cd25+high regulatory t cells
Cdd49a+ celis
Centroblasts
Centrocytes
Lymph nodes
Lymphocytes
Memory b celis
Monocytes

Maive b cells

Maive cdd+ tcells
MNeutrophils
Pbmc

Plasma cells

Spleen

T cells

Cultured endothe lial progenitor cells
Mesenchymal stem cells
Promye locytes

Liver

-4

Expression z-score
-2 i ] 2 4 = g8

10




	Suppl Figure 1
	Suppl Figure 2 eQTL
	Suppl Figure 3 Novartis exp

