Garimella et al., Table S2

NCEl Entrez L. mRNA . . Prosiuct i Vendor _In .
gene |~ eld Gene Description P eitne siRNA Target Sequence 5'-3 (Qiagen validated | Primary siRNA Name
symbol (Inc.) screen
CCCGCAAATCATCAACTCCAA |SI02779980 |  Yes Yes |SIACTN4A
N ACGCAGCATCGTGGACTACAA |SI02779973 | Yes Yes |SIACTN4.2
ACTN4 | 81 actinin, alpha 4 NM 004924 1 GGTGCTGGCTGTCAACCAA |S100070098 Yes |SIACTN4.3
CTGACACATAGTCGCAGGGAA |S100070084 Yes |SACTN4.4
ATP synthase, H+ 1 001001935 | LCCCTGGATTTGAAGCTTAA [SI02776991 | Yes SIATP5AT .1
AtPsar | agg | ransporting, mitochondrial | \-0%10979%° [ATGCTTTGGGTTCATCTTTCA |SI00306859 Yes  |SIATP5A1.2
F1 complex, alpha subunit | '\ 040" [CCCAGTTGGTGAAGAGACTTA [SI00306852 Yes |SIATP5A1.3
1, cardiac muscle - CCCGGTATCATTCCTCGAATT _|SI00306866 Yes |SIATP5A1 4
CAGCTGCCTCACTTCCTACAA |S103068352 SiIBCL2L1 1
TTGGCTTTGGATCTTAGAAGA |SI03025141 SiIBCL2L1.2
BCL2L1 | 598 BCL2-like 1 “M—?g;;% TAGGGTGGCCCTTGCAGTTCA [SI03112018 SiBCL2L1.3
- CTGCTTGGGATAAAGATGCAA |S100023191 SiIBCL2L14
AAGGCGGATTTGAATCTCTTT _|Custom Yes |siBCL2L1.5
CAGCCGCAACGGCAAGAGTTA |SI00062762 Yes |SIBCRA
BCR 613 | breakpointcluster region | NM_004327 |CAGCATTCCGCTGACCATCAA [Si00288141 | Yes Yes |sBCR.2
NM_021574 |ACGGCAGTCCATGACGGTGAA |SI00288134| Yes Yes |SBCR3
AAGGTCAACGACAAAGAGGTG |S100299425 | Yes SIBCR4
AACATAGTAGCTTGTTCAGTG |SI02654435 |  Yes SIBIRC2.1
baculoviral IAP repeat CTAGGAGACAGTCCTATTCAA |SI02654442 | Yes SiBIRC2.2
BIRC2 | 329 containing 2 NM 001166 I GGCGTTTCTGATAACACTA |S100022855 Yes |sBIRC2.3
TCCCAGGTCCCTCGTATCAAA |SI02625427 Yes |sBIRC2.4
CAGGGTGGCGTGTCCCTCCTA |SI03571169 | Yes SICNKSR1 A
connector enhancer of CAGGAGCTGCAGGTCCTAGAA |S100087402 Yes siCNKSR1.2
CNKSR1 | 10256 | inase suppressor of Ras 1| "M-008314 1G4 GGGCTACTTTCCAACCAAA [SI00087395 Yes [SICNKSR1.3
ACCCATGACTTCCAGAGCATA |SI02665411 | Yes SICNKSR1.4
CAGGCTCTTCCGGCAAGTCAA |SI02665306 |  Yes SIFGFR4.1
FGFRa | 2064 | fibroblast growth factor N ooo0as | CAGGAGGTTCTGGGCCTCTGA [S100031374 Yes |SIFGFR4.2
receptor 4 NM 213647 |CCGCCTGACCTTCGGACCCTA [SI02659979 | Yes Yes |SIFGFR4.3
- CACATTGACTACTATAAGAAA _ |SI00031360 Yes |siFGFR44
AAGCGTCGGGTGAATATGTAT |SI04439393 SHIPK2.1
HIPK2 | 28996 homeodomain interacting | NM_001113239 TCCCGAAGTCTCCATACTAAA  [S102659818 Yes siHIPK2.2
protein kinase 2 NM_022740 CCAGGTGAACATGACGACAGA [S104439386 siHIPK2.3
AACCAGTACCCTTACATATAA _ |SI02650811 | Yes SHIPK2.4
— , NM 001190720 |TAGGGAGCTATTCATGTTTCA _|S102626456 Yes |silKBKB.1
inhibitor of kappa light | \\1 7564190721 [CAGACCGACATTGTGGACTTA |S102626442 Yes |silKBKB.2
IKBKB | 3551 | polypeptide gene enhancer | \\1"001242778 [CTGGAGAAGTACAGCGAGCAA |S102777376 | Yes SIKBKB.3
in B-cells, kinase beta - .
NM_001556  |[AAACCGAGTTTGGGATCACAT [S100300545 |  Yes silKKB2.4
TAGATAGTGCTCTGTGCCTAA |SI02621962|  Yes SIMKNKA 1
kit | ssge | MAP kinase interacting | NM-00%13%953 [6ACGGACCAGGCCACATTCTA 5100054663 SIMKNKA1 2
serine/threonine kinase 1 NM 198973 CAGCACGAAGAGAACGAACTA |S100054649 Yes |siMKNK1.3
- CCAGCAAAGATGATACCTTAA |S102621955 |  Yes Yes |SIMKNK1.4
AACAAAGTTCTGAAAGGTGAA |SI00301154 |  Yes SIPDPK1.1
PDPKA 5170 3-phosphoinositide NM_002613 |[CACGCCTAACAGGACGTATTA [SI00605787 Yes Yes |siPDPK1.2
dependent protein kinase-1|  NM_031268 |[AAGGGCATCATTCACAGGGAC |SI00301140 | Yes SIPDPK1.3
AAGCGGTTAGGCTGTGAGGAA |SI00605780 |  Yes Yes |siPDPK14
s CGCGCCCGCCACCGACATCTA |SI02758966 | Yes SiPIP5KIC 1
phosphatidylinositol-4-- | - \\1 591195733 [CCGCGTCGTGGTCATGAACAA |S102224376 | Yes Yes |siPIP5K1C.2
PIPSK1C | 23396 phOSphatZZ’:ﬁxgse' Pel | 'NM_ 012398 |[CGGCGAAACCACCTACAAGAA |SI00099967 Yes |siPIPSK1C3
CGGCAAGACCTATTTATAATA _ |S100099953 Yes |siPIPSK1C.4
CCCGAAATCGTAGTGCTTGTA |SI02223466 |  Yes Yes |siPLK3.1
o GTGGGTTGACTACTCCAATAA |SI00059395 Yes |siPLK3.2
PLKS | 1263 polo-like kinase 3 NM_004073 1o N GAAAGACTGTGCACTACAA |SI00059388 Yes |siPLK3.3
CTGCATCAAGCAGGTTCACTA |SI02223473|  Yes Yes |siPLK34
AACAGGTGGTACCTCCCTTTA |SI00301336|  Yes SIPRKCIA
o . ACGCCGCTGGAGAAAGCTTTA |SI02660084 |  Yes Yes |siPRKCI.2
PRKCI | 5584 protein kinase C, iota NM_002740 1 GATTGTTCTTTGTTATAGA _ |S102660098 | Yes SIPRKCI.3
TCCGGGTAATAGGAAGAGGAA |SI102660091 |  Yes Yes |siPRKCI.4
CAGACTGTGGCCGTGATTCTA |SI00056525 Yes  |SIRIOK3.1
. NM_003831 |ATGGGTGACTTGAAATACCAA |SI00056504 Yes |SIRIOK3.2
RIOKS | 8780 RIO kinase 3 (yeast) NM_145906 |CTGGCTGTATTAGTACAGGAA |SI02223403 | Yes Yes |SiRIOK3.3
ATGCGGCAGTTATATCATGAA |SI02223396 | Yes Yes |SIRIOK3.4
_ CTCCATGTGCGTCCATATTTA _|SI02664151|  Yes Yes |siSRC.1
v-src sarcoma (Sehmidt- |\ 105417 [TCCATGTGCGTCCATATTTAA _ |S100076832 Yes |siSRC.2
SRC | 6714 | Ruppin A-2) viral oncogene | - \\17498791  [AAGCAGTGCCTGCCTATGAAA |S102223921|  Yes Yes |siSRC.3
homolog (avian) - ! .
CGGCTTGTGGGTGATGTTTGA |S102223928 |  Yes Yes |siSRC.4




