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Correlation Matrix Map Type: pearson

Physical Distance: 82.1 kb
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Chromosome 7
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GFI1
Chromosome 1
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Correlation Matrix Map Type: pearson

Physical Distance: 12.5 kb
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CYP1A1
Chromosome 15
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Correlation Matrix Map Type: pearson

Physical Distance: 7.2 kb
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CNTNAP2
Chromosome 7
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