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HALLMARK_INTERFERON_ALPHA_RESPONSE
HALLMARK_INTERFERON_GAMMA_RESPONSE
HALLMARK_OXIDATIVE_PHOSPHORYLATION
HALLMARK_REACTIVE_OXIGEN_SPECIES_PATHWAY
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HALLMARK_P53_PATHWAY

NES
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1.44
1.42
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FDR q-val
0.000
0.032
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0.116
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0.191
0.213
0.218
0.214
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