SUPPLEMENTARY DATA

Supplementary Figure S1. IMG/VR v.2.0 home page. (A) System analyses features and carts. (B)
Database content. Direct access to ‘Viral Datasets’, ‘viral Operational Taxonomic Units’, viral genomes and
genome fragments ‘With Host’ and predicted viral genomes ‘Quality’. (C) World interactive Google Map with
a geographic location of metagenomic samples. This can be switched to a human body image displaying
different body sites when clicking the ‘Show Human Body Site’ button. (D) Access to UViGs via associated
environmental metadata. (E) Access to search Capabilities. (F) Link to bulk download of database content.
Documentation of all the tools and datasets can be found in all the interactive sites in the database.
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Supplementary Figure S2. Locations to bulk download IMG/VR v.2.0 data. The content of this database
can be accessed from (A) the JGI Genome Portals
https://genome.jgi.doe.gov/portal/pages/dynamicOrganismDownload.jsf?organism=IMG_VR directly or via
Globus Web Application or (B) the IMG/VR web link: https://img.jgi.doe.gov/vr.
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R and have led o a dramatic Increase in the number of viral genome sequences identified primarily from metagenomic samples.
On tris page, the viral sequences. publicly released in IMG/VR, which have been colecied from NCB! RefSeq and IMG metagenomes, can be downloaded In bulk (see
Downioag tab). The IMGIVR system (hiios 1img, igldoe govicgl-binvt/main Cgi) serves as a starting point for the analysis of viral genome ragments derived from metagenomic
samples: virus etection mathods and host assignment approaches in IMG/VR are fully described in Paez-Espino et al. Nature, 2016 "Uncovering Earth's virome® and in Paez-
Espino et al. Nature Protocols, 2017 "Nontargeted virus sequance ciscovery pipeling and vinus chustering for metagenomic data’™

Files are available for each IMG/VR release in separate folders identfied by the release date. Avallable files include:

+ nucleotide sequences from viral genomes and contigs (fasta format)

* protein sequences precicted from viral genomes and contigs (fasta format)

+ atable listing the characteristics of each viral sequence such as its origin, affiiation, and predicted host (tsv format).

If you use this resource, please cte “IMG/VR. a database of culiured and uncultured DNA Vinuses and retrovinises®.
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https://genome.jgi.doe.gov/portal/pages/dynamicOrganismDownload.jsf?organism=IMG_VR
https://img.jgi.doe.gov/vr




