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Figure S1. Disease resistance phenotypes of the OsPT8 OX and RNAi plants. (A) OsPT8 relative transcription 

levels in OsPT8-RNAi plants. Error bars indicate the SD from three biological replicates (n = 3); (B) Disease 

resistance phenotypes of the OsPT8-OX, OsPT8-RNAi and wild-type (NPB) plants after spray inoculation with 

M. oryzae isolate 110-2 (Photographed at 7 dpi); (C) Disease resistance phenotypes of the OsPT8-OX, 

OsPT8-RNAi and NPB plants after inoculation with Xoo strain PXO99 (Photographed at 14 dpi). 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S2. Defense-related genes transcription in the OsPT8-RNAi and wild type (NPB) plants after the rice 

blast pathogen M. oryzae or the bacterial blight pathogen Xoo inoculation. (A), (B) Time-course relative 

transcription levels of MAPK6 and PBZ1 in OsPT8-RNAi and NPB plants after M. oryzae isolate 110-2 

inoculated; (C), (D) Time-course relative transcription levels of OsRac1 and PAL in OsPT8-RNAi and NPB 

plants after Xoo strain PXO99 inoculation. Error bars indicate the SD from three biological replicates (n = 3). 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S3. Defense-related gene expression of the OsPT8-RNAi and NPB plants after chitin or flg22 

treatments. (A) Time-course relative transcript levels of PAL in OsPT8-RNAi and wild type (NPB) plants 

after chitin treatment; (B) Time-course relative transcript levels of SGT1 in OsPT8-RNAi and NPB plants 

after flg22 treatment. Error bars indicate the SD from three biological replicates (n = 3). 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S4. Growth phenotypes of the OsPT8-OX, OsPT8-RNAi and NPB plants under different phosphate 

concentrations. 



 

 
Name ID Sequence 

OsPT8-QF LOC4348741 5’-GCCAAGAACGCCAAGCAGGC-3’ 

OsPT8-QR 

 

5’-GGAGAAGAGGCCGAAGCTGC-3’ 

PBZ1-QF LOC4352491 5’-CCCTGCCGAATACGCCTAA-3’ 

PBZ1-QR 

 

5’-CTCAAACGCCACGAGAATTTG-3’ 

OsRac1-QF LOC4325879 5’-GCCCCATGGATCTACTCAGA-3’ 

OsRac1-QR 

 

5’-AAAGGAGCTCCACTGCAGAA-3’ 

SGT1-QF  LOC4326682 5’-TCATCCCTGAGAAAAGCAGATAC-3’ 

SGT1-QR  

 

5’-AAGGATATGATGGCCTCTGG-3’ 

PAL-QF LOC4330040 5’-CTACAACAACGGGCTGACCT-3’ 

PAL-QR 

 

5’-TCTGGACATGGTTGGTGATG-3’ 

OsMAPK6-QF LOC4340170 5’-AGTCTGCTCATCACCCTTCAG-3’ 

OsMAPK6-QR 

 

5’-ACCTTCAGCTTTGAACCAGGG-3’ 

OsNPR1-QF LOC4327315 5’-TGAGAGTCTACGAGGAAGGTTGC-3’  

OsNPR1-OR 

 

5’-CGTTGTCTTTCAGGAGGTGGAT-3’ 

WRKY53-QF LOC4338474 5’-AACACGGCAATACACACATAC-3’ 

WRKY53-QR 

 

5’-TGACCTGTCTCTCAGCAGTTAC-3’ 

UBQ-QF LOC4332169 5’-AACCAGCTGAGGCCCAAGA-3’ 

UBQ-QR 

 

5’-ACGATTGATTTAACCAGTCCATGA-3’ 

MOPOT2-GQF MGG_13294.6 5’-ACGACCCGTCTTTACTTATTTGG-3’ 

MOPOT2-GQR 

 

5’-AAGTAGCGTTGGTTTTGTTGGAT-3’ 

OsUBQ-GQF  

 

5’-TTCTGGTCCTTCCACTTTCAG-3’ 

OsUBQ-GQR  

 

5’-ACGATTGATTTAACCAGTCCATGA-3’ 

Table S1. Primers used for qPCR 


