Figure S2
Amphibian Chep, ey
1y

S — J/GS
e© — i
< ¢ & S i '?@'O['
3 2 5 = & %%
g w 2 2 &5 X <
< °T g
E % % 5 o3 $ o x & S NS <
% % ° =z £ s S 3 e s
» & £ 9 4 2 8 & 2 F & & %
% 4 Z £ % 8 0 ® 6 ¥ & & N 2
o, ¥ 2 980 cE L5 S8 & »
? O %4 99258593 & &
$ 4 % %58 8B88Fsse s SO N
o % 5. 08823885 05 ¢
Y. 5, & @ &
y 3//“/@ o Sy R, B % vé\(}\\‘\ & & O
/s [)\( dy&ﬁl/ \?;I/\ Q(; ) \2\00 \&~Q ’Q@
®, © 7 § e(\ é
(@) Sy, & o
(/67 /)O \0 $& >
2 ¥ “ Ao
b} o~/ 3, 7] ?\a N\e 3
//V‘./a/.l (/9(( ) e 3
o //)/\/ \‘]\0\) E\(}_ & o
s <y R agutan-M
<S( suma“a“
[ Dog-MEK1
‘ Human-MEK1
\L \‘ \ —
Ale
\ i el Sy €asy.
g \ N\ (‘"‘»\‘/7\//‘/"‘!', //Ej;‘() * STE
"6_ OC.) \ \ s Oy " “",(‘/’, "
& ,\,\)39 \>\6 »\ \\'\6\( ,,‘/v;/. 2/, p m !
a\)\ ,)O . o ‘ | ¢ ~.\\ 5 S, ///,( % 'A " X
2’ o Vg I 1 e\ \%% ¢ &
2N W P [ | c LR T, )
g\l\\\ <\\\’-a %q\ Q,\\\ S [ & Q Q)C}/-_ LI’O ) )
0 & R EEN L% E Y T
> M O P > Inv923 3 %2 o A % %,
ol R I Y
S & 0 B & o 2 ¢ % v %
n o 3 2 P M a g B Y
) X S,
Y . g 33" 2 ¢ Q
“ = & 5 Z 3
% m Z 3 T T %
= = B &
5 m m v @ ‘@
x A ® Z
NS 1 2
Ny, i
Houoyy

Figure S2. Phylogenetic trees of Mek1/2 from the indicated species. The tree was constructed using the
neighbor-joining (NJ) algorithm with the Mega 4.1 program based on multiple sequence alignment by
ClustalW. Blue font indicates Mek1s, and orange front indicates Mek2s, while the red front was STE7, a
homologue of Meks from yeast. The purple branches show the Meks in vertebrates and green branches
were Meks from invertebrates. Bootstrap values of 1000 replicates (%) are illustrated by pink dots. The
accession numbers of selected sequences are listed in Table S1.



