hspNAmerind*
hspSAmerind*

200

- 150

hspEAsia - 100

s

50
hspSWEuropeMexico*

hspSWEurope

1k
* 1

hspSWEuropeHonduras 4

hspSWEuropeColombia*

hspNEurope

hspSEurope

hpAfrica2

hpAsia2
hspAfrica1SAfrica
hspAfrica1MiscAmerica*
hspAfrica1Nicaragua*

hspAfricalNAmerica*

:

Suppl. Fig. 1. Population structure of H. pylori strains from the Americas and other continents. The genomes of the 723 strains were analysed with fineSTRUCTURE

hspAfrica1WAfrica

software. The colour of each cell of the matrix indicates the number of DNA chunks imported from the corresponding donor genome (column) to the recipient genome (row).

The named populations are indicated on the left, with the American subpopulations indicated with an asterisk. The colour bar on the left and top is the assigned colour to

each named subpopulation, which is also used in each of the other figures.



