m

C11orf49

LRRC49

HCT116

PCM1
C11orf49 TPGS1
NICN1 TPGS2
LRRC49 TTLLA
@ 293T Bait @ HCT116 Bait

293T Pre HCT116 Pre
O_ 4 Polyglutamylase Complex Members o 4
Bait —>Prey Bait —>Prey

B §£..% § D
] s} . 4-helical
= 8:1 o = CTAP Bait 79 bundle 140
37 S 4 0O C11orf49| [ [ 1337 aa (Isoform 2)
C110rf49 C110rf49] [ [ | 274 aa (Isoform 3)

FLAG-HRP

[©)
S
14
o
pur}

FLAG IP, Elution Input E
293T cells §
[©)] @D » Y . U . O .
o Z 4 o Z 4 . —
E—_“:L_)'__l&f 8‘_“:9,:'% CTAP Bait 8
QOO ZrL3 O OZF 3

37
25
37
95| = = —— | 1PGS1

C11orf49

C110rf49is03

75+

FLAG-HRP

U20S cells

Input HA IP
HCT116 cells

n

C110rf49




