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9,604 Proteins Quantified

HCT116 Cells

• Obtained from cultured kidney
cells; may derive from adrenal 
precursor cells, possibly of 
neuronal lineage

• Tissue from embryonic female

• Hypotriploid karyotype
• Non-cancerous, immortalized
via adenoviral transformation 

• Derived from colorectal carcinoma

• Tissue from adult male

• Near-diploid karyotype

• Carries activating KRAS 
mutation (G13D)

Elevated in HCT116 Elevated in 293T

1) Adjusted P-value < 0.01
2) Abs. Log2 fold change > 0.5

2,422 Proteins (25%) 2,827 Proteins (29%)
BP: Nervous System Dev. (5.3e-7)
BP: Embryo Dev. (1.3e-4)
CC: Ciliary Tip (4.8e-7)
CC: Condensin Complex (3.6e-3)
MF: Spectrin Binding (4.8e-4)MF: Cadherin Binding (4.3e-8)

CC: Cell Junction (4.0e-13)
CC: Plasma Membrane (4.0e-13)

BP: Cell Adhesion (3.1e-11)

• Epithelial morphology
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Log2 Ratio: 7.7 

P-Value: 2.1e-7 

Log2 Ratio: -1.9 

P-Value: 2.7e-5 

Log2 Ratio: 6.2 

P-Value: 4.6e-7 

Log2 Ratio: -13.7 

P-Value: 7.9e-6 

Log2 Ratio: 2.4 

P-Value: 6.7e-6 

Log2 Ratio: -4.7 

P-Value: 1.6e-6 

Log2 Ratio: 7.8 

P-Value: 3.5e-9 

Log2 Ratio: -5.4 

P-Value: 7.8e-8 

C

G H I

0 0.2 0.4 0.6 0.8 1.0

> 0

-0.5 to 0

-1.0 to -0.5

-1.5 to -1.0

< -1.5

Ba
it 

Ex
pr

es
si

on
Lo

g 2 R
at

io
 (H

C
T1

16
:2

93
T)

Fraction of Interactions 
Confirmed across Cell Lines

0 0.2 0.4 0.6 0.8 1.0
Fraction of Interactions 

Confirmed across Cell Lines

> 0.5

0 to 0.5

-0.5 to 0

-1.0 to -0.5

< -1.0

Pr
ey

 E
xp

re
ss

io
n

Lo
g 2 R

at
io

 (H
C

T1
16

:2
93

T)

J K L MCDH2 (-4.7) MYEF2 (-7.4) FAM111B (4.2) RAC2 (5.3)

• Expresses SV40 Large T antigen

HEK 293T Cells
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Fractional TMT signal
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Relative Bait Expression Levels

p-value: ~0 
(Sign Test)

5041 Baits Shared 
Between Cell Lines

BCell Line Properties
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