Table S2. Single nucleotide polymorphisms (SNPs) genotyped in this gastric cancer study

SNP Chromosome Gene Location , :’3:";“ Study Population MAF AMR MAFt
rs1801131 1 MTHFR 11794419 Missense 0.137 0.151
rs1801133 1 MTHFR 11796321 Missense 0.433 0.474
rs1846522 1 FAF1 50515533 Intron 0.053 0.086
rs1137101 1 LEPR 65592830 Missense 0.43 0.437

rs5845 1 SELENOF 86863156 Non Coding 0.186 0.180
rs4072037* 1 MUC1 155192276 Synonymous 0.094 0.287
rs1800872* 1 IL10 206773062  Upstream 0.387 0.333
rs1800871 1 IL10 206773289  Upstream 0.383 0.333
rs1800896 1 IL10 206773552  Upstream 0.211 0.295
rs1051740 1 EPHX1 225831932  Missense 0.386 0.320
rs2302615 2 ODC1 10448012 Intron 0.264 0.252
rs1800440 2 CYP1B1 38070996 Missense 0.094 0.007
rs1056836 2 CYP1B1 38071060 Missense 0.246 0.097
rs10197208 2 GKN3P 68925812 none 0.359 0.329
rs1143634 2 IL1B 112832813 Synonymous 0.104 0.125
rs1143627* 2 IL1B 112836810 5'UTR 0.388 0.447

rs16944 2 IL1B 112837290 Upstream 0.391 0.450

rs419598 2 ILIRN 113129630 Synonymous 0.349 0.331
rs1063728 2 RPRM 153477985 3'UTR 0.285 0.350
rs61261057* 2 UGT1A10 233682280 Intron 0.0004 0.000
rs17868323 2 UGT1A10 233682324 Intron 0.440 0.493
rs11692021 2 UGT1A10 233682559 Intron 0.230 0.264

rs35683 3 GHRL 10286566 Intron 0.276 0.329
rs9841504 3 ZBTB20 114643917 Intron 0.257 0.179
rs4129009 4 TLR10 38773268 Missense 0.107 0.140
rs10004195* 4 TLR10 38783103  Upstream 0.162 0.232
rs12233670* 4 TLR10 38785595 none 0.195 0.239
rs4543123 4 TLR1 38790903 Downstream 0.188 0.225
rs4833095* 4 TLR1 38798089 Missense 0.455 0.473
rs5743604 4 TLR1 38799664 Intron 0.471 0.437
rs17616434* 4 TLR1 38811255 none 0.452 0.470
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*Removed from final analysis: Not in HWE, MAF<0.5 and/or in LD
TMAF of the Ad Mixed American population in the 1000 genomes reference
Minor Allele Frequency (MAF)



