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Supplemental Figure 1. Subgroup genomic analysis of the CDK4/6i cohort based
upon anti-estrogen exposure.

Heatmaps demonstrating key genomic events (both copy number alteration and mutation)
in a subset of genes for (a) patients with exposure to CDK4/6i and aromatase inhibitor
(Al) and for (b) patients with exposure to CDK4/6i and fulvestrant. The gene set and

clinical parameters are identical to those provided in Figure 1B.
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