
Supplementary Data 2. Forest plots of the 123 lead migraine variants. For each variant, 

we plot the log-odds-ratio estimate (BETA) with its 95%-confidence intervals (green) from 

each of the five studies included in the meta-analysis (N = 873,341; 102,084 cases and 

771,257 controls) and a combined estimate from the inverse-variance weighted fixed-effect 

meta-analysis (blue diamond). Grey squares indicate the sample sizes of each study. We 

annotate each plot with the lead variant and effect allele, uncorrected two-sided P-value by 

the inverse-variance weighted fixed-effect meta-analysis and the heterogeneity index (𝐼2). 
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−0.15 −0.05 0 0.05 0.1 0.15

BETA BETA

0.05

0.07
0.05
0.05
0.07
0.04

95%−CI

[ 0.04; 0.06]

[−0.04; 0.19]
[ 0.01; 0.10]
[ 0.02; 0.08]
[ 0.05; 0.09]
[ 0.03; 0.06]



Study

rs34273564 (T), P=1e−10

Fixed effect model
I2 = 29%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.15−0.1−0.05 0 0.05 0.1 0.15

BETA BETA

0.03

0.06
0.01
0.06
0.04
0.03

95%−CI

[ 0.02; 0.04]

[−0.04; 0.15]
[−0.03; 0.05]
[ 0.03; 0.08]
[ 0.02; 0.06]
[ 0.01; 0.04]
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rs11153082 (G), P=7.26e−54

Fixed effect model
I2 = 58%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.15 −0.05 0 0.05 0.1 0.15

BETA BETA

0.08

0.07
0.11
0.12
0.08
0.07

95%−CI

[ 0.07; 0.09]

[−0.03; 0.18]
[ 0.06; 0.15]
[ 0.09; 0.15]
[ 0.06; 0.11]
[ 0.06; 0.09]
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rs6568677 (A), P=2.09e−08

Fixed effect model
I2 = 0%
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HUNT
UKBB
IHGC2016
23andMe

−0.15−0.1−0.05 0 0.05 0.1 0.15

BETA BETA

0.04

0.05
0.08
0.03
0.03
0.03

95%−CI

[ 0.02; 0.05]

[−0.05; 0.15]
[ 0.03; 0.12]
[ 0.00; 0.06]
[ 0.01; 0.06]
[ 0.02; 0.05]
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rs28455731 (T), P=8.82e−23

Fixed effect model
I2 = 66%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.3 −0.2 −0.1 0 0.1 0.2 0.3

BETA BETA

0.07

0.17
0.11
0.11
0.07
0.05

95%−CI

[0.06; 0.08]

[0.02; 0.31]
[0.05; 0.16]
[0.07; 0.15]
[0.04; 0.10]
[0.03; 0.07]
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rs9383843 (C), P=1.35e−09

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.1 −0.05 0 0.05 0.1

BETA BETA

0.03

0.02
0.04
0.03
0.03
0.04

95%−CI

[ 0.02; 0.04]

[−0.08; 0.12]
[ 0.00; 0.09]
[ 0.01; 0.06]
[ 0.00; 0.05]
[ 0.02; 0.05]
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rs10234636 (T), P=4.43e−28

Fixed effect model
I2 = 69%

GeneRISK
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UKBB
IHGC2016
23andMe

−0.15 −0.05 0 0.05 0.1 0.15

BETA BETA

0.09

−0.00
0.11
0.15
0.09
0.07

95%−CI

[ 0.07; 0.10]

[−0.14; 0.13]
[ 0.05; 0.16]
[ 0.11; 0.19]
[ 0.06; 0.13]
[ 0.05; 0.09]
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rs13235543 (C), P=3.06e−13

Fixed effect model
I2 = 24%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.2 −0.1 0 0.1 0.2

BETA BETA

0.06

0.14
0.08
0.08
0.03
0.06

95%−CI

[ 0.04; 0.07]

[−0.01; 0.29]
[ 0.02; 0.14]
[ 0.03; 0.12]
[ 0.00; 0.06]
[ 0.04; 0.08]



Study

rs56067931 (C), P=4.83e−08

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.15 −0.05 0 0.05 0.1 0.15

BETA BETA

0.04

0.07
0.03
0.05
0.04
0.03

95%−CI

[ 0.02; 0.05]

[−0.03; 0.17]
[−0.01; 0.08]
[ 0.01; 0.08]
[ 0.02; 0.07]
[ 0.01; 0.05]



Study

rs11782789 (A), P=3.03e−09

Fixed effect model
I2 = 24%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.2 −0.1 0 0.1 0.2

BETA BETA

0.04

0.11
0.08
0.05
0.05
0.03

95%−CI

[ 0.03; 0.06]

[−0.01; 0.23]
[ 0.02; 0.13]
[ 0.01; 0.09]
[ 0.02; 0.08]
[ 0.01; 0.05]



Study

rs4739105 (T), P=2.85e−08

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.1 −0.05 0 0.05 0.1

BETA BETA

0.04

0.02
0.05
0.03
0.03
0.04

95%−CI

[ 0.02; 0.05]

[−0.09; 0.14]
[ 0.00; 0.09]

[−0.01; 0.06]
[ 0.00; 0.05]
[ 0.02; 0.06]



Study

rs580845 (A), P=4.3e−08

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.1 −0.05 0 0.05 0.1

BETA BETA

0.03

−0.04
0.04
0.03
0.03
0.03

95%−CI

[ 0.02; 0.04]

[−0.14; 0.06]
[ 0.00; 0.08]
[ 0.01; 0.06]
[ 0.01; 0.05]
[ 0.01; 0.04]



Study

rs10156578 (C), P=3.34e−12

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.1 −0.05 0 0.05 0.1

BETA BETA

0.04

0.00
0.04
0.03
0.02
0.04

95%−CI

[ 0.03; 0.05]

[−0.09; 0.10]
[ 0.00; 0.08]
[ 0.01; 0.06]
[ 0.00; 0.05]
[ 0.03; 0.06]



Study

rs7034179 (T), P=1.6e−16

Fixed effect model
I2 = 53%
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HUNT
UKBB
IHGC2016
23andMe

−0.1 −0.05 0 0.05 0.1

BETA BETA

0.04

−0.01
0.08
0.06
0.04
0.04

95%−CI

[ 0.03; 0.05]

[−0.10; 0.09]
[ 0.04; 0.12]
[ 0.04; 0.09]
[ 0.01; 0.06]
[ 0.02; 0.05]



Study

rs17723637 (G), P=8.63e−09

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.15−0.1−0.05 0 0.05 0.1 0.15

BETA BETA

0.04

−0.02
0.06
0.05
0.03
0.04

95%−CI

[ 0.03; 0.06]

[−0.15; 0.11]
[ 0.01; 0.12]
[ 0.01; 0.09]
[ 0.00; 0.06]
[ 0.02; 0.06]



Study

rs3891689 (C), P=2.28e−21

Fixed effect model
I2 = 49%
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UKBB
IHGC2016
23andMe

−0.1 −0.05 0 0.05 0.1

BETA BETA

0.06

0.02
0.06
0.09
0.07
0.05

95%−CI

[ 0.05; 0.07]

[−0.10; 0.13]
[ 0.01; 0.10]
[ 0.06; 0.12]
[ 0.04; 0.09]
[ 0.03; 0.06]



Study

rs4278223 (T), P=6.24e−10

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.15 −0.05 0 0.05 0.1 0.15

BETA BETA

0.05

0.06
0.05
0.05

0.04

95%−CI

[ 0.03; 0.06]

[−0.03; 0.16]
[ 0.01; 0.09]
[ 0.02; 0.08]

[ 0.02; 0.06]



Study

rs7916911 (T), P=3.18e−12

Fixed effect model
I2 = 0%

GeneRISK
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UKBB
IHGC2016
23andMe

−0.1 −0.05 0 0.05 0.1

BETA BETA

0.04

−0.03
0.06
0.04
0.04
0.04

95%−CI

[ 0.03; 0.05]

[−0.14; 0.07]
[ 0.02; 0.11]
[ 0.01; 0.07]
[ 0.02; 0.06]
[ 0.02; 0.05]



Study

rs10828247 (G), P=7.51e−09

Fixed effect model
I2 = 33%
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UKBB
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−0.15−0.1−0.05 0 0.05 0.1 0.15

BETA BETA

0.03

−0.05
0.01

0.03
0.04

95%−CI

[ 0.02; 0.05]

[−0.15; 0.05]
[−0.03; 0.05]

[ 0.01; 0.06]
[ 0.02; 0.05]
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rs2274224 (G), P=3.28e−26

Fixed effect model
I2 = 59%
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BETA BETA

0.06

0.17
0.09
0.05
0.06
0.05

95%−CI

[0.05; 0.07]

[0.06; 0.27]
[0.05; 0.13]
[0.03; 0.08]
[0.04; 0.08]
[0.03; 0.06]



Study

rs12260159 (G), P=7.33e−16

Fixed effect model
I2 = 0%
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UKBB
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23andMe

−0.2 −0.1 0 0.1 0.2

BETA BETA

0.08

−0.03
0.09
0.09
0.11
0.07

95%−CI

[ 0.06; 0.10]

[−0.27; 0.20]
[ 0.02; 0.16]
[ 0.04; 0.14]
[ 0.07; 0.15]
[ 0.04; 0.10]



Study

rs12260436 (C), P=7.29e−10

Fixed effect model
I2 = 73%
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BETA BETA

0.04

−0.04
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0.08
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0.02

95%−CI

[ 0.02; 0.05]

[−0.16; 0.07]
[−0.01; 0.08]
[ 0.05; 0.11]
[ 0.02; 0.07]
[ 0.01; 0.04]



Study

rs869432 (A), P=3.54e−08

Fixed effect model
I2 = 45%
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BETA BETA
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0.00
0.02
0.04

95%−CI

[ 0.02; 0.04]

[−0.07; 0.12]
[−0.01; 0.07]
[−0.02; 0.03]
[ 0.00; 0.04]
[ 0.03; 0.06]



Study

rs2672592 (T), P=1.22e−12

Fixed effect model
I2 = 0%
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UKBB
IHGC2016
23andMe

−0.1 −0.05 0 0.05 0.1

BETA BETA

0.04

0.03
0.04
0.05
0.04
0.03

95%−CI

[ 0.03; 0.05]

[−0.07; 0.13]
[ 0.00; 0.08]
[ 0.02; 0.08]
[ 0.02; 0.06]
[ 0.02; 0.05]



Study

rs11248546 (C), P=1.59e−12

Fixed effect model
I2 = 0%
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UKBB
IHGC2016
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BETA BETA

0.04

0.00
0.03
0.05
0.04
0.04

95%−CI

[ 0.03; 0.05]

[−0.10; 0.10]
[−0.01; 0.07]
[ 0.02; 0.07]
[ 0.02; 0.06]
[ 0.02; 0.05]



Study

rs200314499 (D), P=6.92e−12

Fixed effect model
I2 = 0%
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UKBB
IHGC2016
23andMe

−0.1 −0.05 0 0.05 0.1

BETA BETA

0.04

0.01
0.04
0.06

0.04

95%−CI

[ 0.03; 0.06]

[−0.09; 0.12]
[−0.01; 0.08]
[ 0.03; 0.09]

[ 0.03; 0.06]



Study

rs12295710 (T), P=2.86e−16

Fixed effect model
I2 = 61%
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UKBB
IHGC2016
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−0.1 −0.05 0 0.05 0.1

BETA BETA

0.04

0.03
0.03
0.09
0.04
0.04

95%−CI

[ 0.03; 0.06]

[−0.07; 0.13]
[−0.01; 0.07]
[ 0.06; 0.11]
[ 0.02; 0.06]
[ 0.02; 0.05]



Study

rs4910165 (G), P=1.09e−24

Fixed effect model
I2 = 24%

GeneRISK
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UKBB
IHGC2016
23andMe
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BETA BETA

0.06

0.00
0.05
0.06
0.07
0.05

95%−CI

[ 0.05; 0.07]

[−0.10; 0.11]
[ 0.01; 0.09]
[ 0.04; 0.09]
[ 0.05; 0.10]
[ 0.03; 0.06]



Study

rs1003194 (A), P=2.43e−10

Fixed effect model
I2 = 65%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.1 −0.05 0 0.05 0.1

BETA BETA

0.03

−0.02
0.03
0.08
0.02
0.03

95%−CI

[ 0.02; 0.04]

[−0.12; 0.08]
[−0.01; 0.07]
[ 0.05; 0.10]
[ 0.00; 0.04]
[ 0.02; 0.05]



Study

rs11031122 (C), P=6.91e−10

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.15 −0.05 0 0.05 0.1 0.15

BETA BETA

0.04

0.06
0.02
0.05
0.04
0.03

95%−CI

[ 0.03; 0.05]

[−0.04; 0.17]
[−0.02; 0.07]
[ 0.01; 0.08]
[ 0.02; 0.07]
[ 0.02; 0.05]



Study

rs7932866 (A), P=2.38e−09

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.1 −0.05 0 0.05 0.1

BETA BETA

0.04

0.05
0.04
0.06
0.04

95%−CI

[0.03; 0.06]

[0.00; 0.11]
[0.01; 0.08]
[0.03; 0.09]
[0.02; 0.05]



Study

rs12787928 (A), P=6.85e−09

Fixed effect model
I2 = 0%
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HUNT
UKBB
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BETA BETA
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0.02
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95%−CI

[ 0.02; 0.04]

[−0.01; 0.07]
[−0.01; 0.04]
[ 0.01; 0.06]
[ 0.02; 0.05]



Study

rs566673 (G), P=9.07e−09

Fixed effect model
I2 = 74%
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HUNT
UKBB
IHGC2016
23andMe
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BETA BETA
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−0.10
0.05
0.06
0.01
0.03

95%−CI

[ 0.02; 0.04]

[−0.20; 0.00]
[ 0.01; 0.09]
[ 0.03; 0.09]

[−0.01; 0.03]
[ 0.02; 0.05]



Study

rs12226331 (T), P=1.92e−13

Fixed effect model
I2 = 0%
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HUNT
UKBB
IHGC2016
23andMe

−0.2 −0.1 0 0.1 0.2

BETA BETA

0.04

0.11
0.03
0.04
0.04
0.04

95%−CI

[ 0.03; 0.05]

[ 0.02; 0.21]
[−0.02; 0.07]
[ 0.01; 0.06]
[ 0.02; 0.06]
[ 0.03; 0.05]



Study

rs10894756 (G), P=2.83e−08

Fixed effect model
I2 = 0%
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UKBB
IHGC2016
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BETA BETA
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0.02
0.03
0.03

95%−CI

[ 0.02; 0.04]

[−0.04; 0.15]
[ 0.00; 0.08]

[−0.01; 0.05]
[ 0.01; 0.06]
[ 0.01; 0.04]



Study

rs2160875 (C), P=2.72e−36

Fixed effect model
I2 = 0%
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BETA BETA

0.06
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0.05
0.07
0.06
0.07

95%−CI

[ 0.05; 0.07]

[−0.04; 0.16]
[ 0.01; 0.09]
[ 0.05; 0.10]
[ 0.04; 0.08]
[ 0.05; 0.08]



Study

rs1458170 (C), P=5.75e−09

Fixed effect model
I2 = 0%
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UKBB
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BETA BETA
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−0.01
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0.07
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95%−CI

[ 0.03; 0.06]

[−0.15; 0.12]
[−0.01; 0.10]
[ 0.03; 0.11]
[ 0.01; 0.07]
[ 0.02; 0.06]



Study

rs11172113 (T), P=1.38e−90

Fixed effect model
I2 = 35%
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UKBB
IHGC2016
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BETA BETA

0.11

0.10
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0.14
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95%−CI

[0.10; 0.12]

[0.00; 0.20]
[0.07; 0.15]
[0.11; 0.16]
[0.09; 0.13]
[0.08; 0.11]
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rs4842676 (C), P=2.26e−09

Fixed effect model
I2 = 13%
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−0.2 −0.1 0 0.1 0.2

BETA BETA
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95%−CI

[ 0.03; 0.05]

[−0.22; 0.09]
[−0.02; 0.09]
[−0.02; 0.05]
[ 0.03; 0.08]
[ 0.02; 0.06]
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rs10777902 (A), P=1.25e−10

Fixed effect model
I2 = 0%
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95%−CI

[ 0.02; 0.04]

[−0.06; 0.13]
[−0.02; 0.05]
[ 0.02; 0.07]
[ 0.01; 0.05]
[ 0.02; 0.05]
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rs1271309 (G), P=3.74e−08

Fixed effect model
I2 = 0%
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[ 0.03; 0.05]

[−0.13; 0.19]
[−0.02; 0.09]
[ 0.02; 0.09]
[ 0.01; 0.07]
[ 0.02; 0.06]
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rs7335684 (G), P=1.05e−08

Fixed effect model
I2 = 0%
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[−0.09; 0.14]
[−0.01; 0.08]
[ 0.00; 0.07]
[ 0.00; 0.05]
[ 0.02; 0.05]
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rs7996252 (T), P=4.11e−08

Fixed effect model
I2 = 0%
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[ 0.02; 0.06]
[ 0.01; 0.04]
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rs2000660 (A), P=4.95e−08

Fixed effect model
I2 = 63%
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[ 0.02; 0.07]
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rs1245463 (A), P=5.72e−14

Fixed effect model
I2 = 29%
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rs1542668 (G), P=2.53e−08

Fixed effect model
I2 = 4%
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rs28756401 (G), P=6.4e−09

Fixed effect model
I2 = 36%
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0.05
0.03

95%−CI

[ 0.02; 0.04]

[−0.13; 0.06]
[ 0.00; 0.09]
[ 0.00; 0.06]
[ 0.03; 0.08]
[ 0.01; 0.04]



Study

rs55707505 (T), P=2.48e−08

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.15−0.1−0.05 0 0.05 0.1 0.15

BETA BETA

0.03

0.05
0.03
0.05
0.04
0.02

95%−CI

[ 0.02; 0.04]

[−0.04; 0.15]
[−0.01; 0.07]
[ 0.02; 0.08]
[ 0.02; 0.06]
[ 0.01; 0.04]



Study

rs75002882 (G), P=9.22e−09

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.2 −0.1 0 0.1 0.2

BETA BETA

0.16

0.13
0.11
0.18

95%−CI

[ 0.10; 0.21]

[ 0.00; 0.26]
[−0.01; 0.23]
[ 0.11; 0.24]



Study

rs11624776 (A), P=9.75e−19

Fixed effect model
I2 = 65%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.15 −0.05 0 0.05 0.1 0.15

BETA BETA

0.05

0.04
0.12
0.05
0.03
0.05

95%−CI

[ 0.04; 0.06]

[−0.07; 0.14]
[ 0.07; 0.16]
[ 0.02; 0.08]
[ 0.01; 0.06]
[ 0.03; 0.06]



Study

rs28929474 (T), P=2.54e−09

Fixed effect model
I2 = 42%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.3 −0.1 0 0.1 0.2 0.3

BETA BETA

0.11

−0.02
0.22
0.18
0.10
0.08

95%−CI

[ 0.07; 0.15]

[−0.36; 0.32]
[ 0.08; 0.37]
[ 0.09; 0.27]
[ 0.03; 0.18]
[ 0.03; 0.13]



Study

rs12708529 (A), P=8.11e−10

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.1 −0.05 0 0.05 0.1

BETA BETA

0.04

−0.03
0.06
0.03
0.04
0.04

95%−CI

[ 0.02; 0.05]

[−0.13; 0.08]
[ 0.02; 0.11]
[ 0.00; 0.06]
[ 0.01; 0.06]
[ 0.02; 0.05]



Study

rs12598836 (G), P=2.21e−10

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.06 −0.02 0 0.02 0.06

BETA BETA

0.04

0.05
0.04
0.04

95%−CI

[0.03; 0.05]

[0.02; 0.08]
[0.02; 0.06]
[0.02; 0.05]



Study

rs8046696 (T), P=4.76e−14

Fixed effect model
I2 = 15%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.1 −0.05 0 0.05 0.1

BETA BETA

0.04

0.05
0.06
0.01
0.05
0.04

95%−CI

[ 0.03; 0.05]

[−0.05; 0.15]
[ 0.02; 0.10]

[−0.01; 0.04]
[ 0.02; 0.07]
[ 0.03; 0.06]



Study

rs8052831 (G), P=8.25e−15

Fixed effect model
I2 = 49%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.15−0.1−0.05 0 0.05 0.1 0.15

BETA BETA

0.04

0.05
0.05
0.06
0.02
0.05

95%−CI

[ 0.03; 0.05]

[−0.05; 0.15]
[ 0.01; 0.10]
[ 0.03; 0.09]

[−0.01; 0.04]
[ 0.03; 0.06]



Study

rs9894634 (C), P=9.64e−11

Fixed effect model
I2 = 16%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.2 −0.1 0 0.1 0.2

BETA BETA

0.03

0.14
0.04
0.03
0.03
0.03

95%−CI

[0.02; 0.04]

[0.04; 0.24]
[0.00; 0.08]
[0.00; 0.06]
[0.01; 0.05]
[0.02; 0.05]



Study

rs34914463 (T), P=2.41e−09

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.2 −0.1 0 0.1 0.2

BETA BETA

0.05

−0.02
0.09
0.07
0.05
0.04

95%−CI

[ 0.03; 0.07]

[−0.21; 0.17]
[ 0.03; 0.15]
[ 0.03; 0.11]
[ 0.02; 0.08]
[ 0.02; 0.06]



Study

rs11652860 (G), P=1.07e−08

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.04 0 0.02 0.04

BETA BETA

0.03

0.01
0.03
0.04
0.03

95%−CI

[ 0.02; 0.04]

[−0.03; 0.05]
[ 0.00; 0.05]
[ 0.01; 0.06]
[ 0.02; 0.05]



Study

rs2119930 (G), P=6.69e−15

Fixed effect model
I2 = 58%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.15−0.1−0.05 0 0.05 0.1 0.15

BETA BETA

0.04

−0.06
0.08
0.06
0.04
0.04

95%−CI

[ 0.03; 0.05]

[−0.16; 0.04]
[ 0.04; 0.12]
[ 0.03; 0.08]
[ 0.01; 0.06]
[ 0.02; 0.05]



Study

rs12452590 (G), P=2.03e−10

Fixed effect model
I2 = 74%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.1 −0.05 0 0.05 0.1

BETA BETA

0.04

−0.04
0.08
0.07
0.04
0.02

95%−CI

[ 0.03; 0.05]

[−0.14; 0.06]
[ 0.04; 0.12]
[ 0.04; 0.10]
[ 0.02; 0.07]
[ 0.00; 0.04]



Study

rs1285294 (C), P=4.32e−08

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.1 −0.05 0 0.05 0.1

BETA BETA

0.03

0.04
0.04
0.02
0.03
0.03

95%−CI

[ 0.02; 0.04]

[−0.06; 0.15]
[−0.01; 0.08]
[−0.01; 0.05]
[ 0.00; 0.05]
[ 0.02; 0.05]



Study

rs8077768 (C), P=9.32e−13

Fixed effect model
I2 = 4%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.1 −0.05 0 0.05 0.1

BETA BETA

0.04

0.03
0.03
0.02
0.04
0.05

95%−CI

[ 0.03; 0.05]

[−0.07; 0.12]
[−0.01; 0.07]
[−0.01; 0.04]
[ 0.02; 0.07]
[ 0.03; 0.06]



Study

rs7506921 (A), P=1.17e−11

Fixed effect model
I2 = 44%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.15−0.1−0.05 0 0.05 0.1 0.15

BETA BETA

0.04

−0.06
0.04
0.06
0.03
0.04

95%−CI

[ 0.03; 0.05]

[−0.15; 0.04]
[ 0.00; 0.08]
[ 0.04; 0.09]
[ 0.01; 0.05]
[ 0.02; 0.05]



Study

rs1019990 (C), P=1e−11

Fixed effect model
I2 = 69%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.2 −0.1 0 0.1 0.2

BETA BETA

0.04

0.14
0.02
0.06
0.06
0.02

95%−CI

[ 0.03; 0.05]

[ 0.03; 0.25]
[−0.03; 0.06]
[ 0.03; 0.09]
[ 0.04; 0.08]
[ 0.01; 0.04]



Study

rs8087942 (A), P=9.71e−13

Fixed effect model
I2 = 21%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.1 −0.05 0 0.05 0.1

BETA BETA

0.04

0.05
0.01
0.06
0.03
0.04

95%−CI

[ 0.03; 0.05]

[−0.05; 0.15]
[−0.03; 0.05]
[ 0.03; 0.09]
[ 0.00; 0.05]
[ 0.03; 0.06]



Study

rs10405121 (G), P=4.74e−10

Fixed effect model
I2 = 21%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.2 −0.1 0 0.1 0.2

BETA BETA

0.03

0.13
0.04
0.04
0.04
0.03

95%−CI

[0.02; 0.04]

[0.03; 0.23]
[0.00; 0.08]
[0.01; 0.07]
[0.02; 0.06]
[0.01; 0.04]



Study

rs74182632 (A), P=1.43e−08

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.2 −0.1 0 0.1 0.2

BETA BETA

0.06

0.08
0.02
0.05
0.07
0.07

95%−CI

[ 0.04; 0.09]

[−0.12; 0.28]
[−0.06; 0.10]
[ 0.00; 0.11]
[ 0.02; 0.11]
[ 0.04; 0.10]



Study

rs1982072 (A), P=4.22e−11

Fixed effect model
I2 = 18%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.15 −0.05 0 0.05 0.1 0.15

BETA BETA

0.04

0.08
0.04
0.06
0.05
0.03

95%−CI

[ 0.03; 0.05]

[−0.04; 0.19]
[ 0.00; 0.08]
[ 0.03; 0.09]
[ 0.03; 0.07]
[ 0.01; 0.04]



Study

rs111404218 (G), P=2.04e−10

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.06 −0.02 0 0.02 0.04 0.06

BETA BETA

0.04

0.04
0.05

95%−CI

[0.03; 0.06]

[0.01; 0.06]
[0.03; 0.06]



Study

rs4814864 (C), P=1.44e−28

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.15 −0.05 0 0.05 0.1 0.15

BETA BETA

0.06

0.08
0.06
0.07
0.06
0.07

95%−CI

[ 0.05; 0.08]

[−0.04; 0.19]
[ 0.01; 0.11]
[ 0.04; 0.10]
[ 0.03; 0.08]
[ 0.05; 0.08]



Study

rs6057599 (T), P=8.73e−14

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.2 −0.1 0 0.1 0.2

BETA BETA

0.04

0.12
0.06
0.05
0.04
0.04

95%−CI

[0.03; 0.05]

[0.02; 0.22]
[0.01; 0.10]
[0.02; 0.08]
[0.01; 0.06]
[0.02; 0.05]



Study

rs910187 (G), P=1.14e−10

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.15−0.1−0.05 0 0.05 0.1 0.15

BETA BETA

0.03

0.05
0.02
0.02
0.02
0.04

95%−CI

[ 0.02; 0.05]

[−0.05; 0.15]
[−0.02; 0.06]
[ 0.00; 0.05]
[ 0.00; 0.05]
[ 0.03; 0.06]



Study

rs28451064 (G), P=3.52e−15

Fixed effect model
I2 = 51%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.15−0.1−0.05 0 0.05 0.1 0.15

BETA BETA

0.06

0.02
0.09
0.11
0.04
0.06

95%−CI

[ 0.05; 0.08]

[−0.12; 0.15]
[ 0.03; 0.14]
[ 0.07; 0.15]
[ 0.00; 0.07]
[ 0.04; 0.08]



Study

rs764508 (C), P=3.28e−09

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.15 −0.05 0 0.05 0.1 0.15

BETA BETA

0.03

0.09
0.03
0.04
0.03
0.03

95%−CI

[ 0.02; 0.04]

[−0.01; 0.19]
[−0.01; 0.07]
[ 0.01; 0.07]
[ 0.01; 0.06]
[ 0.01; 0.04]



Study

rs625686 (C), P=8.26e−09

Fixed effect model
I2 = 21%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.2 −0.1 0 0.1 0.2

BETA BETA

0.03

0.14
0.05
0.02
0.04
0.03

95%−CI

[ 0.02; 0.05]

[ 0.04; 0.24]
[ 0.01; 0.09]

[−0.01; 0.05]
[ 0.01; 0.06]
[ 0.02; 0.05]



Study

rs1507220 (A), P=2.67e−08

Fixed effect model
I2 = 21%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.15−0.1−0.05 0 0.05 0.1 0.15

BETA BETA

0.03

0.07
−0.00

0.01
0.04
0.03

95%−CI

[ 0.02; 0.04]

[−0.03; 0.16]
[−0.04; 0.04]
[−0.01; 0.04]
[ 0.02; 0.06]
[ 0.02; 0.04]



Study

rs4403550 (T), P=3.07e−09

Fixed effect model
I2 = 0%

GeneRISK
HUNT
UKBB
IHGC2016
23andMe

−0.1 −0.05 0 0.05 0.1

BETA BETA

0.03

0.02
0.03
0.03
0.05
0.03

95%−CI

[ 0.02; 0.04]

[−0.08; 0.12]
[−0.01; 0.06]
[ 0.00; 0.05]
[ 0.02; 0.07]
[ 0.01; 0.04]


