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Figure S1. Productivity (Pg) results for the three media considered using a reference panel of 50 Klebsiella spp. and closely related species.
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Strain code

® Klebsiella ChromoSelect Selective Agar/Nutrient Agar ~ ® Chromatic Detection Agar/Nutrient Agar ~ ® SCAI/Nutrient Agar



Figure S2 — Evaluation of different protocols for recovery of Klebsiella spp. from food matrices.
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Figure S3 - Protocol to define the optimal temperature of incubation of SCAlI medium plates for the

recovery of Klebsiella spp. from food matrices.
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Figure S4. Antibiotic resistance of the K. pneumoniae species complex isolates recovered by sample type and by partner.

Chicken meat

Tetracycline
Sulfamethoxazole-Trimethoprim
Trimethoprim

Nalidixic acid

Ciprofloxacin or ofloxacin
Streptomycin

Kanamycin

Tobramydin

Gentamicin

Amikacin

Aztreonam

Cefpodoxime or Cefotaxime
Piperacillin-Tazobactam

Amoxicillin-Clavulanic acid

o
N

Tetracycline
Sulfamethoxazole-Trimethoprim
Trimethoprim

Nalidixic acid
Ciprofloxacin or ofloxacin
Streptomydn
Kanamycin

Tobramycin

Gentamicin

Amikacin

Aztreonam EE8%N7%

Cefpodoxime or Cefotaxime —ME8%mn7%

2%

2%

2%
2%

9%

8%
12%
3%
3%

7%
3%

Piperacillin-Tazobactam NS0

Amoxicillin-Clavulanic acid  IEEEE""7%

0

N

4 6 8 10 12

Number of resistant isolates

B Austria (aes) [l France (anses) [ italy (iZsam)

Tetracycline
Sulfamethoxazole-Trimethoprim
Trimethoprim

Nalidixic acid

Ciprofloxacin or ofloxacin
Streptomyadn

Kanamycin

Tobramydn

Gentamicin

Amikacin

Aztreonam

Cefpodoxime or Cefotaxime
Piperacillin-Tazobactam

Amoxicillin-dlavulanic acid

Tetracycline
Sulfamethoxazole-Trimethoprim
Trimethoprim

Nalidixic acid

Ciprofloxacin or ofloxacin
Streptomydn

Kanamycin

Tobramydn

Gentamicin

Amikacin

Aztreonam

Cefpodoxime or Cefotaxime
Piperacillin-Tazobactam

Amoxicillin-davulanic acid

Salads
5%
8%
13%
3%
5%
5%
3%
3%
3%
3%
3%
5%
3%
0 1 2 3 4 5
| A%
8%
[ A%
.
[
[ 2%
8%
0 1 2 3 4 5

Number of resistant isolates

Ireland (NUIG) . Denmark (SSI)



Figure S5. Geographic distribution of the common genotypes found among K. pneumoniae species complex recovered from food products.
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