TEL10L
5000 bp 6 000 bp 7 000 bp

1 ]
[0 50000]
MNase-seq MA - A aa
[0 - 50000]
sir2 . . . . . . .
MNase-seq

sir2-WT [-16500,000 - 1600] A 4

difference FDR = 0.003949
[0 - 1409]

Reb1

ChlIP-exo

Reb1 consensus | | |
IR I I

Gene YJL225C
) I
Y’ element truncated X-core
STR
TEL10R
743 OIOO bp , 744 OIOO bp , 745 OIOO bp ,
[0 - 50000]
WT mda B o B o @ . A &L
MNase-seq
[0 - 50000]
sir2 . | . . . .
MNase-seq
Sir2-WT [-20000,000 - 160] e o FDR =
difference 0.000905
[0-1012]
Reb1 ‘
ChIP-exo . .
Reb1 consensus | I nr
R I I IR |
Gene COS5 X-core STR TG,
repeats
TEL11L
? bp . 1000 bp . 2000 bp . |
WT [0 - 50000]
MNase-seq __‘ A - e A A
[0 - 50000]
sir2
MNase-seq — y . e,
[-22000,000 - 1600]
sir2-WT
difference FDR =0.000823
[0-534
Reb1 ‘
ChIP-exo I | | .
Reb1 consensus Il 11l | |
[« ¢« < < < 4
Gene (I
TG,, STR X-core PAU16
repeats
TEL11R
664 000 bp . 665 000 bp . 666 000 bp .
WT [0 - 50000]
MNase-seq I
sir2 [0 - 50000]

MNase-seq l .
sir2-WT [-20000,000 - 1600]
difference

[0 - 649] FDR = 0.000987
Reb1 ’
ChIP-exo N
Reb1 consensus | | ni i
Gene [
X-core STR TG

1-3
repeats



