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Figure 4DD
 Ctrl 3 10 STS Eto0.3 1VDT (µM)  Ctrl 3 10 STS Eto0.3 1VDT (µM)Jurkat Casp9‑neg. Jurkat Casp9‑pos.
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Figure 4E
 Ctrl 3 10 STS Eto0.3 1VDT (µM)Jurkat Casp9‑neg. Ctrl 3 10 STS Eto0.3 1VDT (µM)Jurkat Casp9‑pos.
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Caspase‑9
PARP

 Ctrl 3 10 STS Eto0.3 1VDT (µM)Jurkat Casp9‑neg. Ctrl 3 10 STS Eto0.3 1VDT (µM)Jurkat Casp9‑pos.
p116p85p116 / p116+p85 ratio0.010.891.03 0.030.391.001.00 0.95 0.95 1.02 1.05 1.07 0.40 0.84
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Ctrl 3 10 Eto0.3 1VDT 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Figure 3B
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Ctrl 3 10 Eto0.3 1VDT (µM)Jurkat Casp8‑neg. Ctrl 3 10 TRAIL TRAILEto0.3 1VDT (µM)Jurkat 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