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Fig. S4 &DVʌ�PHGLDWHG�JHQH�manipulation in prokaryotic and eukaryotic cells. 

(a) Bacteria survival result on LB-Amp+ agar plates. �17��SODVPLG�ZLWK�&DVʌ�DQG�QRQ-target 

VJ51$��FFG%��SODVPLG�ZLWK�&DVʌ�DQG�VJ51$�WDUJHWLQJ�ccdB gene). 

(b) Transformation efficiency of Casʌ plasmids validated on LB-Strep+ agar plates (n=3 each, 

mean ± SD).  

(c) Left panel, PCR detection of ccdB plasmids in edited cells. The two PCR primers 

respectively locates at the cleavage-site upstream and downstream. Right panel, PCR detection 

RI�&DVʌ�SODVPLGV in edited cells.  

(d) Distribution of targeting sites across MYH8 exon for &DVʌ, Cas12a and Cas9 effectors.  

(e) T7E1 cleavage on the re-annealed target amplified from edited genome of Casʌ-1, Casʌ-2, 

Cas12a and Cas9. Cleavage products were indicated by red arrows. PC indicates the positive 

control offered in the manufacture kit for T7E1 assay. 

(f) Summary of indels generated by Casʌ-1 on the MYH8-target site1. Only indels with 

IUHTXHQFLHV��������RI�WKH�WRWDO�UHDGV�DUH�VKRZQ� 

(g) Summary of indels generated by Casʌ-2 on the MYH8-target site2. Only indels with 

IUHTXHQFLHV��������RI�WKH�WRWDO�UHDGV�DUH�VKRZQ� 

(h) INDEL distributions of all five targets by Cas effectors analyzed by NGS of the MYH8 

target (Mixed means insertion and deletion�� RQO\� WDUJHWV� ZLWK� HGLWLQJ� HIILFDFLHV� �� ��� DUH�

shown). 

(i) T7E1 cleavage on the re-annealed target amplified from edited genome of Casʌ-1 on B2M 

and TP53 (ng means non-target sgRNA; n=3 each, mean ± SD). 

(j) T7E1 cleavage on the re-annealed target amplified from edited genome of Casʌ-2 on B2M 

and TP53. Cleavage products were indicated by red arrows (n=3 each, mean ± SD). 

(k) Editing efficacies determined by NGS for 3 more WDUJHWV�PHGLDWHG�E\�&DVʌ-1 and &DVʌ-2 

(n=3 each, mean ± SD).  


